1034F5E —REFIRE KM A B S FE A T BT E P BT - 2507 - BEIRERET - BEIETET
BhEERT ~ V3 ARERT - BREEIARERT ~ MO AT - BREEETSE
o 93311
Rt - B hieanm
FLH & - B2 TR R R (EEFESRE)
FFE - /NEE JE5E
XOEE  ASUVERIHFERHE R ES

1. NFIFEY) SR AE I IE = DR (fH 2= 2
AEHEDHEAEZE (plan achromatic )
B.HEfHZ (achromatic)
C.EErH iz (semiapochromatic )
D. = O B (O R P A H AR & A 5
2. — A HA BT e BRI A Y B S 5 2 20 f% 2
A.40
B.10
C.25
D.5
3R TGRAUE R ERIRNE 22 » Clinitest &35 ZR5M: - RIRR R AIEE&H MYIARLHE 2 O &
QFHE OAME @R OfFliE
AZEOB®
B.£@B®
c20@®
D.2®@DE
4 FREAAUE R BRI R 202 - EERERRIUE REELMmER - &A sEE Ty ?
A SHIE R RS
B.ALMEKEY20(E UL - (R PRI EAATE Z (M=
CALIMER) U B A i
D.AALE
5. B Pseudomonas g » FRiRE: (TR £ 8 Yl fHEH S ?
ARELE
B.E R
C.hrt

6.UF-100 8 B{ LR 25 A T 5 Mol fERE il (=00 PR i > 4 2
A BB Rl
B . JER e i
C. e 4R fig
DI £ R FER:

7 R IR A FORRIRIN IR E R %) ?
A9
B.7
c5
D.3

8. E B4 ECH PRI RAEBIClinite SUARERPRIE - A R[5228 2
A SRR A T
B4 E Y
C. 358 A0 AL Clinitesti A > f7
D[ {2k Ak A B Clinitesti . 7 JE

9. ¥ IMa] 3 ] F 2T 43 R R i LAt TR 2
ABE
B.ME B
C. RN
D. A kB E

10 E R E KM B A » EEGIER 2 ILBEL A% /D ?

A.0.950
B.1.000
C.1.007
D.1.015



11 A BES B MmeAERAYAT - T 5 2
AN (benzidine ) REEYy » (HHIFREEDER
B.&VI&H %A (LEE (peroxidase) JEME: » By ifslhie R IE
C.HemoQuantJ57EM FguaiacitFl » 7T AR PER
D.guaiacsA A L 12 24k-EE (0 - RyP5 1S e
12 A RS FLE ARG ARG » T EdhRR ©
ARES TR0 AN E
B.IHe fE SAEL I HARH R LAl AR B AL 45
C.A[LL{#E A Sudan 11 EZsk
DA I HER e - SRR ET R HIASHT
13 (R L GG > ([ R SR SR e (5 > A Aol 2
AE RIS IR
B.EE 57 A BT E R A 2 [
C. M BT
D.{F Ry e B 7 FEAE
14 B S RO BMETEIR L > 5H AT REHY SRR Ry faT 2
A A R
B s
C.Hfi%dit%
D.filiE
15. N HIIEYVEERRIR P ] A& B (Prussian blue) Hy@fEsE ?
A GEME A
B.AMHES
C.CurschmanniX; iz i
D.Charcot-Leydens &
16. THMEEHERABER - Fntaia vl RE05 445 IR AR 5308 2
AR T Fr 4
B. &R By B4R
C.Creola body
D. [t Ez 4R
17 ARAISHBER 0 8 O EiUE & O L E 2 SR A - T EIER ? OISA#REES © mg/dL
QlSEERAEN T g/dL @MUEHEA - mg/dl. @IUEHEZEA © g/dL
AD®
B.O@
Cc.2®
D.O®
18 MEERER T - THIMEINEZ/NETY - 5= 0 A E28mER 2
A B4R
B.1E ik H Bk
C.MEEK
D.4LMnk
19. MY EEIER AR K (effusions) 2
AU & i e
B HSHFEE R
C.&H & H MiE
D. = [
20. T AT iR B MEFLBEVERTIR (chylous effusion) BifEi4: ALEEMERE/R (pseudochylous effusion )
HURERRER i ?
A.total protein
B.lactate dehydrogenase
C.amylase
D.triglyceride
21 FEEEFREKATEAT 2 (bilirubin) #2386.0 mo/dL - [EIRGELRE K ELAE IEAT ZEATLLE AR 1.0 - Rl
BERTRENZEE
A& MERFE (acute hepatitis)
B. &M &I (hemolytic anemia )
C.JHfig %2 (pancreatitis )
D.#t-MERERE 35 (choleperitoneum )
22.Ropes test i RIBAETR 2 ffEY)E ?



ABEET R

C.JR 1%
DRI

23. NYIMIE MRS R 2T 2
A KPR BE
B. B /K FERE LSS
o kRS
D. K55

24, THI RS REF - (ARAFIIR A 2 ?

A.Zn

B.Ca
C.a-glucosidase
D.fructose

25. NI BIMaklers 1 #5is # 22iF 8 2 At - o855 ©
AT [EI R A B R A
B.100/MEfL A EEEFE Bl
C.E S EUEEE 10/ ME TS S
D.J A 20052

26 SR TAMAIERT M - HE 5 AR D E ok ?

AJERE 1 60~70% ; FiFIHR © 20~30% ; [RiEEkHRAL : 5%
B.f5HE 1 20~30% ; FiFIfE : 60~70% ; FRIGERARES © 5%
C.i5EE 1 60~70% ; HiFIHE : 20~30% ; ZEH, : 5%
D.EEL 1 20~30% ; HiFIfE : 60~70% ; £, : 5%

27. MY E A QR BT B A AR B R R 2 e B BRI i AN AHAT 2
AEREZE
B.ERRIZ O ER
C.HURBRRIH R
D. iRl

28 IEH RPN » B- ISR BRI R R R QA (R A o] 0 n] i =g BET& BRI AR N 2
A. 244
B. 4
C. 10/

D. 207

2907 AR A FTRE RN N7 {erfeE 25 A 2

AJES{%55 (Taenia saginata)

B. A #i{&5 (Taenia solium)

C.H# K & (Fasciolopsis buski)
D.JE/RE E 45 (Capillaria philippinensis )

30. NFIAIE By [ R SRS AR 52 (primary amebic meningoencephalitis ) ¥ 5LV gk /5=t 2
A E g /K AR AR B RE (Naegleria fowleri) 2##4 (trophozoites )
B. & EE Kk AdflE (e (Acanthamoeba spp.) &&E#E (trophozoites )
CIZ ATFAARIR AR EIRES (Naegleria fowleri) ZE#S (cysts) HYEY)
D.IZ A5 74fRPREE (Acanthamoeba spp. ) #Efg (cysts) HYEY)

31 FHMEARE ARG S 8 (Toxoplasma gondii) fY#R{E 2
A HJE T (tachyzoites) &CAEHRELHY
B.EXHZKELLEIINEE (oocysts )

C.IZF&HSIE T (bradyzoites) A4
D. FIFEY i s

32 A RAPER4%E: (Wuchereria bancrofti ) [ \#EAYRCL - THIfEr##E55 2
Ak A AT M B B 4
B.AIHES [#ES 7% (elephantiasis )

CAEFLBERR (chyluria) Hrof#Hifg%sas (microfilariae )
D. %k 2R 2R A

33. MR 2RIPHEER: (Giardia lamblia) 24545 (trophozoite ) HYFFEL ?
A 21
B.Hilli A 2%

C.HEFP S E
D.3:AREEE



34 FRfkaiE ¥ (Trichomonas vaginalis ) BRI - T # FHaR ?
AN GIETET il MR e i R
B[ 8 P A4 B 5 B R 75 IR A
C.EERIERA Bh A 2kt
D. &SR R B BT S5 3 maie
35. MEkE MR AEWE RS2 /DL 2
A.0.4
B.4
C.10
D.20
36. FLEER/K/RISudan %% - E2FIEESIISIERIE - RABERK & T ?
A B E
B. =B S
C JElE
D.IEEA
37. T E I FLE (EH A S5 4759 ~26 mg/dL ?
A 7K
B.SA BT
C.BHERE
D.JR®
38. N FIf & S e & m A AL 2
ARSI E
B.IREACHIFEAL
R < pillizdin
D.F{FHINEE
39. NEVZEHIHE A PRI UETE S 21508 T 24558 HicA TTReE T ?

A.hyaline cast
B.yeast

C.mucus
D.waxy cast
407K R > HAHR Ry o] 2
A.protein
B.lipid
C.uric acid
D.inorganic salt
41. ~%|{a[fEelongation factora]:zE{#components of splicing machinery454&Z|RNA polymerasefy
carboxy-terminal domain (CTD) tail ?
A.hSPT5
B.TAT-SF1
C.CPSF
D.Spt16
42, Tt 58 £ 2 HZ NIRRT 2
A.Transfer RNA
B.snRNP
C.RNA primer
D.Short hairpin RNA (shRNA)
43. N 5I{a[# =T EARNA polymerase | ~ RNA polymerase IIfIRNA polymerase IlIfjpromoters & ?
A.SL-1
B.UBF
C.TATA-binding protein
D.TFIIF
44, 1% general transcription factors tf » {a]# E75 ATPase fi protein kinase activity ?



A.TFIIB
B.TFIID
C.TFIF
D.TFIIH
45, NIHE R R R MBS BB =% 1 /751 (Triplet nucleotide sequences) EEHEFTAERLAY ?
A.Adult muscular dystrophy
B.Fragile X syndrome
C.Cystic fibrosis
D.Huntington disease
46. N HI[{a] #F A ZE-conservative site-specific recombination (CSSR) #:171& &4 DNAEAHAYRIR, ?
A.Insertion
B.Deletion
C.Inversion
D.Homologous recombination
47 R microRNARYZHEE » NAIRCI e IEHE ?
A fRHEFLREESE: (Transcription)
B. &G AR 25 T
C.HIfHEREEEE (Translation )
D.& reverse transcription PCR |7 R EZHYA+
48, NHIRATA B R4S 52 M (Single-strand conformation polymorphism, SSCP ) HIft » {a[ &5
Y
AFIFIDNAR BETT #S45HEA Bl 2l 7y
B.E mEENETR - (EHR TR EIELEE
C AT E s I '
D. 7] LA HIBE R e 6
49 B AP E (PCR) il ARVEEME RS - &5 Ry afEsss 2
AEAG|TERE (Primer dimer)
B.Taq DNA polymerasef;& 414 /i1
C.IFF; SMEPCREYIHY S
D.5{&PCREW)HY &/
50.Microsatellite markers2 i T E ik F AR R R A fe] 2
A E R ARFEERIEYEES microsatellite markers&[EAR[E - & AR ER]
B.A BTN » microsatellite markersfFlR EatHk& » BT AR
C. K Ry {E#& R microsatellite markers#A R =AY R - BT A S HEE EAHLUE
D.A %y microsatellite markersfyEL R FER S s - SR HIFFZMRNA - F2UL 7 EAY AR
51. T FNATERAL Y KRS E RS2 EL microsatellite instability B (&% U] 2
A.Familial adenomatous polyposis
B.Hereditary nonpolyposis colorectal cancer
C.Familial polyp
D.Gardner syndrome
52. T FgHA R 77 BB AR - {77 B (E A 2
A TR R R &
B.[EFHRTERET I H & U S E R B2 S DU
C.{EFHRERE T 3 H & E R0 A SR A BB T T o]
D. i A I i B B o+ 2 MRS &
53. N HIHa[FE A EPCRA(E HHYRLA 2
A.Polymerase
B.dNTP
C.Reverse transcriptase
D.Primer
54.BHADNAR R » THIRCI A& TERE ?
ADNAG R B CFT RS 2 B i (Oligonucleotides) [EE Y& (Silicon) =By EME
B.Z BT EEDNAS, F AVELfX 7 (Oligonucleotides ) HfZ 1%L H 474520 ~25(F
C.EEY A (Silicon) sByE FINEAZHEE (Oligonucleotides) HAIEFH » (A HIZEL
HEEEDNAG: R FHIfr &
SUBFHMECHIERRIZE S > A H AR (BRI ER AR & 2 o 8
55. HAIEARERES A (Protein chip) Z g7 » NYIMHAIEZ AT SR ARETS 8% 2
A B RIGE e ian (ELISA)
B.REHIE AR TR (SPR)



C.IF# IR T8 5 (NC-AFM)
D. R LE AR E L (SELDI-TOF-MS)

56. TR €% 7% (Dinucleotide ) short tandem repeatsfy#icit - 7 #555 2
ATIERZ R (BIAICA) M B2 KSR AT |
B.RIfEZH I (FIAICA) DAIERE R SRS T7 B R % RS A7 |
CHEAREET - FYIREEARREIMEMR %M (Polymorphism )
D. 7] i B i 2 A xE (Microsatellite markers )

57. Nl H AT~ @A e methicillin-Hi 85w A &K E (MRSA) HYER R 2
A.Multilocus-sequence typing (MLST )
B.spa typing

C.Pulsed-field gel electrophoresis (PFGE )
D.Plasmid typing
58.A B A LR HEEISERE (Vancomycin-resistant enterococcus ) HYRL » T HIfaIE FEER ©
A BEEELRAT R vanC > vanB > vanA
B.vanAflvanBXEL A F 2 H IR FE. faecium JZE. faecalis
C.vanCF ZHIHAFE. gallinarum
D.Bk#E T (Transposons) Z:EifiZE:
59T AB RSN i (HIV) B SV EE: A RAMYZE 8RS - 5 DIRT-PCRIGNE T F1 S Fd {EALA
BT T B B 2
A.p24£igp120
B.gpl20&ipolymerase
C.Polymerasefiiprotease
D.Proteasefip24
60.FA AL s m s (HPV) Hy0FaE - THIRuIEsEmR ?
AEHIE A fafs P YHPY DNA - 871 FJPCREihybrid capture assay J7:%
B.& i ALLEER g fR<F (Conserved ) #Y 5 B fsPCRIgNEHY 5 5
C. ] DUFFPCREY LIRS A BE 2k i 2 HAU 1)
D.Hihybrid capture assay{EHIHPV » [E]H -, a7 DS 55 BRI 2
61. NYIERBIFE S TRORIRTRCI > o775 i EHE 2
A PCRIgEII NS E M5 (CMV) DNARF - H 8 75 IEH A AR S AR - g
B.RT-PCRAgHI AR~ i eE (HIV) RNAF » 1R TR A MEIRE Y MR S Aol
C.RT-PCRigHIFNEIF 3057 (HCV) RNAR » HH 15 IEH LA EARE B M sl
D.PCRigHI A% 3 (Adenovirus) DNAIRE » 7 11 1552 A e IR AV IR s Hl
62 48K 2 HIG6P DR fE TR 2 B
A.Bizes% (Point mutation )
B.AH Bl (Large deletion)
C.E[F K (Gene inversion)
D.BiR{i7258% (Splice site mutation )
63 (EMURELHYE Hiteds o > N yIMeI R AT G a2 Er v] BERY ZEURE R E Ay R R 2
A.Hb Bart's
B.Hb G
C.Hb A2
D.Hb H
64. NHIHLL R MR AR T PR o AR BT Ag B M I A AT RERF A 2 DMCV @MCH QM8
ADO®
B.IZD®
C.E@B
D.£D®
65.92 5144 acute lymphocytic leukemia (ALL) & RAYAL AR 5 Ky frf ?
A.Ph/BCR-ABL
B.Hyperdiploidy
C.TEL-AML1
D.11¢23/MLL
66.Burkitt's lymphomag i WA 4 (oG 588 5L Ry fo 2
At(1; 14)
B.1(8; 14)
C.t(11; 14)
D.t(14; 18)
67. TFIAHEZ t(15; 17) MIRGHIRHVE HEY) ?



A.Chromosome 157 PMLE:[KEchromosome 17 RARaE: [AlFl& ¢ PML-RARa fusion protein
B.Chromosome 17 PMLZEL[R Eichromosome 157 RARaEE A fl & 1 PML-RARa fusion protein
C.Chromosome 157 RARaZ%: A Biichromosome 17 PMLE K& ¢ RARa-PML fusion protein
D.Chromosome 177 RARaZEL R Bichromosome 157 PMLELAFl& ¢ RARa-PML fusion protein
68.BHIAAMAH - EL[R# 5838 C—HT 2@ NI AfEa Y ?
A.A2
B.A3
C.Am
D.Ael
69. BRI A BV IEH 4HARDNALL AR (LI E - A ARAYDNARIDIAL (s e A - &array
comparative genomic hybridization/3#fr{% H f—ZEHGHYAE S AIE - 5244 ESIEEL a AV AR A
AIRESE AR NAIETEIFIE 2

Red/Green ratio

A.Deletion
B.Duplication
C.Point mutation
D.Translocation
70. N FIeltE i AR N R A M T R A RS ELRG T SR AR B
A.BAT26
B.D2S123
C.D55346
D.BAT24
71, NHIfErECYP2COEL R B & {575 A rywarfaringy i FH A & i 2
A.CYP2C9*1 (—#1)
B.CYP2C9*2 (55 —%I)
C.CYP2C9*3 (5 —=#1)
D.CYP2C9*4 (5PU%I)
72 A R4 E (Cytochrome ) P450 CYP2D6[ RN 2SI » R HIRZIL T # TEHE 2
A.CYP2D6* 2RI 22 E 14 (K
B.CYP2D6* 47U = —R%ifn = 4 A 61
C.CYP2D6*57Ui% 22 2 FHRNAR S G FTiti ik
D.CYP2D6*10M 2 G B T)
73. THIBFDNAE [77% (Sequence-based typing ) fiHLAZPBIRRGAI » (A& $E 2
A.HLA-DRZ% &7 72 J%exon 3
B.J#H (1 F SangerE 74
C.H W LR EHT Y E A AN
D.HLA-A, B% & £ Fpexon 2fiexon 3
74, TR 5 FARHIHLAST RIFY(EEE 2
Afgasb
B.#Z 5% (Resolution) =
C. 1] PAHA2 Y A%t (Cross matching)
D. TECHIRY S A AR H %
75.[FHEAE LRI ST - THIR 5% 2
A FREMRIRRS 2%
B FEFIA/INZ ~ #1432 50 R U SR B S5 PR B
C.HERERFIDNASE F 245 —5
D. AR AR
76.[EFHSTRIZE BT THIFHEE - IMEIETE « OF 71T O @DNAZLE @k ®RNAZEE ©
B 53 OFRHIRE R ®PCR amplification

AD2BB®D®®
B.O@BD®
C.O@e®W®



D.2®®D®
77 4i{LDNAT% » & E R HIE 260 nmEL280 nmiYI L » FAIfaffEss R AR IEDNABE LA %
HIEEETA
A.OD,4,=0.42 i OD,g,=0.23
B.0D,4,=0.26 : OD,g,=0.23
C.0D,5,=0.40 : OD,g,=0.17
D.0D,4,=0.30 : OD,g,=0.17
78.5r T haSa(d Fryfume hoods Kzlaminar flow hoods » 415 ( FRVEFSECKR 2 FIR - £/0Z A FR¥nd—
RERE?
AL{EH
B.3{E#H
C.6(HH
D.12{
79 F— I A 7 B S AR 44 Y DNALLPCRI A — (@ microsatellite repeat locusfy )5 E% - H:PCR
EEPIEE FHDNA sequencers i HV45FRANER o Hhip ARIFEEDNAT§E B R 7 al ik 2

L.

e
ik

A.Gene mutation
B.Chromosome duplication
C.Microsatellite instability
D.Loss of heterozygosity
807K L - 320 N FTREA T FIHS— (BRI 1 2 LAy E 52 2
A.APC
B.MSH2
C.Bcl-2
D.RB



