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(1] L RHR—(ERERR 73 @A 48 E Y E (neurotransmitter) 2

O 2= (oxytoxin) @Im;EZ (serotonin) Gk YE(enkephalin) - @ 2% [z (dopamin)
[4]) 2350 — 5 FAVINAL 2= 7] DUERF & (E 50 T 2

1 @2 ®3 @ 4
(2] 3. &L E4EH Ty BIUEE - TYIfIE @R w)akE&SHs(primary structure) ?

Da-127E (o-helix) QR HEY I OB-EE- 1 ( B-sheet) @ g (disulfide bond)
[4] AELEABCHEET » BRI EFHTRERD RNA Z Ny ?

O RNA(FRNA) @:HE RNA(MRNA)

@\ RNA(MIRNA) @R RNA(RNA)
[4]) 5.3~ THWH—({E A 28 i 4551 25 i (structure polysaccharide) ?

Oz 4 2 (cellulose) @%521E(mucopolysaccharide)

®%&HA'&E % (hyaluronic acid) @37 gy (amylopectin)
[1] 6.55 7 & & THEE Hr 4= (gluconeogenesis)iy 25 E & NI & ?

OE ik OFHEHL OpNI] @ il ik
[3]) 7.4l — ERIRHIR I E O B A U EE - 551 NYIE—(E 9 T4 a1k E N E R g e Tl
FRAERE 2

®;Z Z (ubiquitin) @FFzE Z(chaperonin) Q@& H Z(avidin) @472 (biotin)
(1) 8.5 FAIME— 1l #a fH 52 1 & re AL e S g (glycolysis) #E1 T 2
OF FHEZ (epinephrine) @FffiEZ (glucagon)  OfEE Z (insulin) @HTZ (heparin)

[2] 9.UV ¥f DNA P3| KV EE & gk N5 fsEZe s ?
OfFEERSE DNA 20 —B @jE4 DNA =2 Y H$3%(DNA cross-linking)
O EERY DNA 8k = & @7 DNA H £ /[(DNA methylation)
(4] 10.BERAYIRERSIE - TAIRGI & FERR ?
ORFE e g 2 B ANIGE
@1zHEE (phospholipids) 73~ H] LLAE A 14 8
OREE R (cholesterol) & & 1Y 2 B & s ZEHFHY A Bl M (fluidity)
@EHE T LHEZFEREM(integral )& & 1 O {E B FREE)
[3]) 11085 (psychrotrophs) 2 Fit DLRE S A4 R AT (R0 R PR IR B4R R AH 5 o0 T A BE - S8R0 R P IRCHY#
TEHE ?
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(1] 12 GRS E A (plasmid) > AR S 2

OJ&—7f# RNA @ HEiReEE OFR Jitet i OFIIPNEES ¢ k-
(3] 13. MHmE—fds s T A R R AR 7
O L QYA OFRERRE @S AE R EA

(4] 14550 Ny eiE R T 2R ARSI N 1 2
O 5 ER 74 52 (autoclaving) @z #h £ (incineration)
QZENZE FHEE 2 (hot-air sterilization) @ L FEE £ (pasteurization)
(1) 15.BERYRIGIFE(E. coli) - NHIR ] & $EE5: 7
ORIFRER A & N QR A] DA 18 £ B LS 4t an K
ORI L N SHAV A (2 T2 HY @RI A DL NGBS &
(4] 16.fEHNERIE SEAYFHT > NAIE S G R SR TP ESR A 7
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(4] 18.FHN ANAGEL ZREAEDIREAYACES » 5135 R 2

Olp MR sERE — 442 A OiFE b —#E4ER B
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(3] 19. NIaE AR EELER ?

OEEZE A QU EE QuEEZEC @EEZED
[3] 20. FHI/far & A & HAS B 5k i (sphingomyelin) A 4H A& 2
OREfi(choline) QfH L (fatty acid) @ Hi(glycerol) @HEK BB (sphingosine)

(4] 21 F5I R R R = A bR T 2
Q%% (serine)
@Az (histidine)

(2] 22. 5t )75 A UAE R B ERY 7 T8 2
Ot 7 EA OliES NS O SRS OFAE A

(2] 23.%fks DNA iy—Relig BB RAILLBI TR R A24%, T:27%, C:26%, G:23% > B 5 fHAI5S—Hil
FAHR (] 7
@ A:24%, T:27%, C:26%, G:23%
® A:26%, T:23%, C:24%, G:27%

(4] 24 5 {EE A2 ERE ?

@ S Z 7% (threonine)
@Rt f i (cysteine)

@ A:27%, T:24%, C:23%, G:26%
@ A:23%, T:26%, C:27%, G:24%

OTLIE ik O% i ®FEHE
(3] 25. 51 furfe e # A e {4 1 ' 52 14 (denatured) ?

O A SDS(sodium dodecyl sulfate) @fn#hzE] 90°C

A A PBS(phosphate buffered saline) @A PR Z (urea)

(1) 26. &y bE A ny =FE H MEs e g - FZELI—fEP T % ?
@ FLEERRL (chylomicron) QR E A5 2 H (low density lipoprotein)
O =& g2 H (high density lipoprotein) @[ (cholesterol)
(3] 27. NHI{er 2 i i G (ketone bodies) Y2 2
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(1] 28. 5 HE—{Ezs B N e E i -~ se Al AR RE LR (RAE & 2
O @ Lfi R Fik @ EFfi
(4] 2973 Ar L L5 4HHE ADP ~ ATP BYLEGII - 415RSF371 ADP #y&EELplE - NG 2 HEe 2
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(3] 317EFEZ - 2/E MANGIBINI S FESAE - 55 & NI~ BRI & 52 2 N5 fIHI 2 Y S e 2
O35 (competitive inhibition) @A (uncompetitive inhibition)
®@FEHE 7 (noncompetitive inhibition) @A a] 3 (irreversible inhibition)
(3] 323 THIW—EALE T EN AR R FE A NREAZE SRR EEAE ?
OEEffr £ (salting out)
QEfET- AT HAJZ M1 £ (ion-exchange chromatography)
QR RE 1 (o J& 73 M1 £ (gel-filtration chromatography)
@M J2 47 7,4 (affinity chromatography)
[2] 33.17F DNA EELERE S - RS [ (primen)HyRCIL - F71{] & IR ?
OFEEAT e lis} 5 EZHY 3t Q%3 F EXHY RNA
® DNA & _E A 1 (nick) @JF g el (gyrase) Il ALE DNA L
(3134 7E 28] /152 -1y Michaelis-Menten f5 = BH Y 281X & Bi(Michaelis constant) YRz N 41 {al & $&ER ?
OZR R 8 AT 17 R I 22 B (substrate) AR A4 #i (affinity constant)
QR H AV EALA T REERE(M)
OZF N F BB E I R 1Y i K S FE 2 (Vmax)
ORI HE M EERIE N K SRR 50%0F - RENEERE
(3] 35.BHAHFEEIRCL - T 5I{of & fhaR 2
@ T B AT T R S B A AL A 4R
QLL B - A&t e A EERY IR R I (nonreducing ends) & — R H 2K
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O B AL B R AT IE 53 54 - R TS e i 1 BT DA 4 % % -1- B3k 8% (glucose- 1-phosphate) B 2 #E AUHE fi# S €

(glycolysis)

@ - (epinephrine) i LU 3 %
(1] 36./T4EAVRIFE4EEH p53 2 LAY B EE SEMILNAE - BRI p53 UL » T3 & sk ?
O —TEBREHR QUL AR OO FEESIkd  O@HHEEN
(31 37} AL RS (€ (pentose phosphate pathway)i)Ratiete » B T 5IH—JEfER ?
ORI FA R & HE-6- i @ gL H% I (ribose)

® T LIS NADH 43-F- @ 7 FERR A o R By ] AT e
(4] 38 BAH Y EEBLAERE T 2RATAC - THI (58 2

O - Byl o LU B [ T

QLI I 71 2 E R TR R T

®7K ~ &R — 4L AT U B B B At

@R MR H A A
(2] 39155 &R 2% (aromatic amino acids) 2 &t » 51/ TEFE 2

O e g (tyrosine) Fy 06 75 e HE A @EFEIMEN & 280 nm BAEIEE
©igf Bt @ H o (proline) 18 B T BB HEIEA TR KIS 28

[4] 40 KER T 4R AHARAE A & N Y AEAH B Rk o 2
Ozt B HH (phosphatidyl glycerol) Qi 27 (phosphatidylethanolamine)
OEHE @ [H] B3
(4] 41 B R LA LR EAYRIL - YR $EER 2
OFFZRE R B ELAE QOFFZBAE I AEAHE M
OB¥ Z AT NS FERY 2% @ ZRE[F R ERY & A7 HT B FHAE (gibbs free energy)
(3] 42 KM TV A - i 2 PR A o RIS By DA 2
O HEMEH O 25 H B I RIE 75
® 16S rRNA 7% @fir gy DNA P51
(2] 43. B4R RE R FH ARG » T & EAE ?
O EE RS » gLl ATP IR GEF I 4lipE b
QUEAE K AR TR L - DUERS ATP
O HRI&RE - FUEBETHEN - FTIE N R ER
OFNYIAREE TR AR ELE ATP HYEWHY) REHE
(1] 44.BHNHE SR AVEGE - THIrE R ?
OF | FTA Y X EE R AR S L T
QO EIFEINERETE H & b i R N RS
ONERFL AT &R RE N HE—0 i By — A Abhik ~ /K> WEARESR
O AT LIS TR S E T AR L 2o ATP
[1] 45. DNA HyEERGIZEsh A 2td =t S5 N YI—i PR @i e ERREN S BREaER+ 2
® Z -DNA @ A-DNA 3 B-DNA @ C-DNA
[3]) 46. ATP Y& A 545 88 1 i ##H (electron transport) &z &Lk E (b (oxidative phosphorylation)#i& 7 fE
(couple reaction) » #FE A AT BEEAE H A » 55 N IRGI o EEE s 2
Ol NADH 43 T-LCBI I JER L% PTDUBE L 2.5 (| ATP 43T
@ S B AR AR L AR AR
OF T (AR AT T (44 Oz MIEAE: H202
@ —{E%E b FADH: BB 22 2330 -THES Q £ {Li2 7B (succinate-CoQ oxidorecductase)
(2] 47. N HI—({Ep oy T45 1N AR S R I P2 A R Ry 4 AR B - 2
O /. Jii % HERz (N-acetylglucosaming) @ T K H Rl (pentaglycin)
OH5 % fiE(lipopolysaccharide) @ VUK EL % (tetrapeptide)
(1] 48. ATP By EAmA e e B Lol - BHY ATP 940 - R85 2
O ATP & LA - BRI BLRE I & =5 7
@ ATP a[2 <7 B P g B L ZE 2R
OREE s th o] DI B ATP
@ ADP T] 7 45 e % 2% PARREE SR S R ATP
[1] 49.hp L2 fe e MR IENLTAEY) » B EEIET » BN TR e SRR - T 7 A 2
O P HN T
QERIMER = 280 nm B EME
OlgE T EH—%
@R RRIZTEE RNA 1Y 1 22 0E s - 7£ DNA i/ &,
(2] 50.% R BR L IRE 2 G LTE » B s AR VIR PSRy ?
O BIFEEKEE (cryptococcus neoformans)
@ H 2%k & (candida albicans)
O AHFEHF (clostridium botulinum)
@ H EEBK B (neisseria gonorrhoeae)



