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THIfeE I FEH#EE S (transporter ) JEASKIARAEREATYIE ?

W ZFils A (acetyl-CoA ) ®EfEEE (palmitate )

O FEfERE (citrate) (D) EifighER% ( oxaloacetate )
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(A) ubiquitin (B) autophagic lysosomal protease
(©) phagocytic protease (D) caspase
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57> RNA polymerase 1l i s > N%1{a[ &2 mRNA FE4A%E FiigE 7 H 2[5 2> Bi@h 74 (common promoter

element) ?
(A) CAAT box (GGCCAATCT) (B) GC box (GGGCGG)
©) TRE (GAGGGACGTACCGCA) D) TATA box (TATAAAA)



