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L Al R IORNL > P RIRARE R N EE -
ARHERISEREOL - MY S (& 10 ?
H~ FUNEIRE SR s As & A ik
2~ TR & 53 ME A R R (auxin) F1 LK
P~ b T ERLIHE Sy PR (cytokinin) FE DAY R
T~ RIS e A7
(A) HZ (B) HA € ZH D) W T (E) ZA T

2. TEYIR 7 IR ST 288 - mIREHH 530 (e PR ARy e TR
& EECRFLEHRA - ZZRENIEEA LI FMEBEHERIEE 2
(A) Hef=lz ~ 59 (B) HE/Elz - o (C) BEfEglL - & (D) 4% ~ 83 (E) ZJ& ~ 6

3. ABAYEEE (phytochrome) Ll » {] & 1EHE ?
(A) A Pr il Pir Wi/ - Hop Pr BTSN - Pir A B ATENE
(B) BREYIEE - BREEYIFE G G HYTIRE
(C) BRIEVITR » RELEY 2T
(D) EAMAPIHI[PLr] > [Pr]iks > (e HIRTEPIRETE
(E) 4 AAY[PrIB DIF & 5 [REAE ) IRHR

YO + R

4. GEREYEDEAFRIVRER  HopH - Z2fe= I
(EPREIH IS » 1 1~ 10~ ILRL IV BRI T g ) —Names |
P AR SRR R A ) » T SRR 5 TERE 2 <> -
(A) PRI RFLIRYL L~ Fhth 1T = i />')
(B) 1L [ FERL IV HABHE AR T A
(C) R MERR SR A BE S MR B P 1 e 2 RSO B I v

(D) Z BBRZHE » AT AR, CO,
(E) NADP'—>NADPH {1 A2 5 (LB /A

5. GEHMETE SR RER > HP 11 TTAR=

ERRHIEE - 7 ZAlTI R s m s L
VIR AR o T VIR0 TEHE 2 "
(A) HIE3E H,0 » 2,63 COs @
(B) ST B (B b A (LS 11 .
Ak ey

(C) ABESIE T RyiffeeF FH (glycolysis)» H]EE2E/V &Yy ATP
(D) {EERRE I Sy e (R ABER (Krebs cycle) - AR FETT
(E) {BERZE 111 k5 B UGB (Calvin cycle) » FJ CO, B85 RRIE

6. NHIVL{EEH R AR ORI IE - RS BRI NS I Ry fT 2

H ~ BZE45(AV node) 7, ~ FE45(SA node)

A~ &4 4E(Purkinje fibers) T~ BEZE % (bundle of His)

(A) H—>Z—>H—>T (B) H—>2Z—~T—WHN C) H=HN—-Z—~>T
(D) Z—~H—~T €) Z—~H—H—-T

Al (GEm) HEF9HZHE 2 H



LR BUE ES T ERFERS SRS Xt
4#ﬁ§fF${»

7. HE5E A\ AG I ER R T BRFHZEAYARAL » T HIH & a2
+ STRAHEE Z 0 TR R R 28 R R A R T L BR
+ — R /bE AR USRI E PR I ER
+ RESR M AJHE e ek i & i B
+ /L HH & (cardiac output) By UaBk R B(I/ 53 38) 810,38 L B (stroke volume)HJ3fefs
B ERRER AR O B iR
(A) HZWT  (B) HRTK  (C) LTk (D) ZA TR (B) LA TL

8. NIHBE Bl P VATl INVE R VE S ATE T EIRUER o T IRGL A gEER ?
(A) SRBET ~ B5eBE SR BT P AEAT /) VE BE e F IR UL
(B) SR ~ BBk SR BT I AE A /I VE PR e F IR UL
(C) SMBlET ~ BBR SARBET ~ SPBET e VE R Hl/ I VE T i FE UL
(D) #FEET ~ i i AEAT /I VE B IR L
(E) BREaViREET ~ RSl mAEAT /) VE B PR UL

9. NJHHUHE - VAR 4t A SE AR T IR B SR T A o AR S 3 A A 55 — ek
Bl ?
(A) AR H%)S’zﬁtﬁﬁﬁ}}ﬁﬁ% (B) &7 b A o Lo Ak ] 2 2R 4 e
(C) Atfe ik - MiREETEESEC (D) FRACHREHECE  WHRYIERER £
(E) #hikaEoria At rEE - 1 FSHIRE AR 8]

10. 75181 B AJE A B 102 2 R RS » BB (R ~ 2 i
P RE S (LR E - R ER » FIAH& a5 ERE 2 : &
(A) HEEE - JESEBTIEIRNE - SR
(B) BESZE - MEMTBUTHEIRINE  HEE
C) NEFHTBUTIERINE - =T - i
(D) NEFHEBTERANE - 5L - HBmE :

E) NIBEGHERBIRIERAYE - 5L - A il A A AR )

11 TEIGRIE A R Z PTG » IRISMEA 2R A ~ QiR B~ 464K C - #E4R D~ 4
2 K IR BC T E 2 Beps N AIH & ] A 2
- REIE 2~ EMEm W BE 1 fEE JK ~ BEMIIRE S E
(A) HZW TR (B) ZWH T K (C) HTAHZLIK
(D) HIKZTH (E) HARZ T X

12. YA R ARG IR RS 3% 3% S MR - (]34 IEAE 2
(A) 3% 3% FIIE A MM E U AHRIE SR
(B) #HBh T AHHE S8 HE 2 58 R W TR F
(C) Uit A (K (basophil )& BHE 25 5% 3% YL 73 AHT 2 (heparin)
(D) "EEE: A 15K (eosinophil) & #E i 22 5% 3% ML AL 53 BRl B A TERE T HVATHE
(B) ZBH& S AR (mast cell) AT RERTRHGRAE - B IR ROF SRAYIHRE

R%E{N%ﬂ

SR E e
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13. IR AR H LREHG Y A2 Hh A [P E’JF% A AH SRR NG E bR 4R 2
B~ HeWHrE (fat droplet) ~ AEEGURL (chylomicron)
P~ fHEHL (micelle) T =EEHHES ( =ZEEHH) (triglyceride)

7%~ BERgHHAS (BEEEEHUH) (monoglyceride)
(A) HZIK (B) ZTTk (C) NTTX (D) ZHJK (E) 2/ T

14. NHIARHIES ARG B i T AR e R DORERYRTIL > (& $EaER ?

HIH RrEETIRE B 4iiHe T 4
(A) BRI - EEIEREN G AR Az
(B) 5 i) R H PHE R AR B E & E
(©) e S HE R E E
(D) engEERmYE [gM 5 1gD & T
(E) B G IS TR FE T T

15. A RAENYITIR S G - {a] 7 TEAE ?
H > SAAERTR S (anterior aveoli sac) HE{ T SRHTACHA
2~ FUSREH AR EAVERAR o T RIS SR
A~ e ERRERY K T - R ESE SRR
T B R RS MR - AR SR E R R IE R B AR
(A) HZA (B) ZHT (C) HHT (D) HZ T (E) HZAT

16. TSIl 15 | 36 i EX RS 8 (Bohr shift)}ir’é ?
(A) g (B) #H L (©) MsEESH 1
(D) MUREHEEIBRER  (B) ek 2,3 R EQ.3-DPG) R

17. & AT EARESEY) B f# (Prozac) » 1l (4SS 4R Y 2 i (I (synaptic transmission)?#
Tz B E R 2
(A) {e3E25 [ (dopamine) Y FESL (B) NI 2RI R (release)
(C) {EHE17% 2 (serotonin) TR (D) HIHIfEZ Y Bl (reuptake)
(E) {R#EIME ZHY A K (synthesis)

18. THIERI N E R KR » {35 [0 2
FH~ $E AV ER ST e fE 388 7 32 Y (optic chiasm) Kz 4 MR (1ateral geniculate nucleus){% »
i 2 W4k R 8 f7E (primary visual cortex)
2~ e H /K FP4TRE (horizontal cells)HYEZE T
A ~ fiiE (fovea) AR (rod) 4 AT B (cone) AHAEIAY 73 fe B B » B0 L 1S (acuity ) i =)
(A) H (B) H& ©) W (D) HA (E) HZW

19. Kliiver-Bucy syndrome Jy—7e G HAS 2 G050 » HIEIREIER B 58 a iy Sy @1
HrE SRR - BUREE SR EREIM N B AT o Sk E R AR S Rl ?
(A) /g5 (hippocampus)  (B) il (hypothalamus) (C) #{=f% (amygdala)
(D) EJER (basal ganglia)  (E) Fi%ZEEE (prefrontal cortex)
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20. TI& MRy TIREE ) B —EEERENRTEE - HEGE ORI EAVEIR - Bl
IKGTEARERYVE - R RIER A RATRREVE 7> o TYIMR—4HAVIHIRE (> R0 T FAFR S BT IR
fif ) BAHL?

(A) "Bk, BT HEE (B) ilifk, B TR (C) Tz BT A
(D) "fEE, B TR, (B) TU/IMEEER, B TR

21 & MY Sy B N RATW RS - AR A ATRERY R IR Ry fo] 2

I II
It /4% (estradiol) FNFLFLIMZR R UHZ (prolactin inhibiting hormone)
A]ESHA (cortisol) A R R FEIUA - (somatostatin)
FH R B 2% (thyroid hormone) B 2 (insulin)
(A) B UM (B) B SHEMEUMER
(C) a2 TS AR Z T (D) 2 EElFE AR MmEE

(B) BEEMENAH ]SS2

22. T R AT TR | — & BT ?
(A) BREHEER MR SERIRTISE  (B) REBMIBRAE AV A IR
(C) {FIHAR 58 4 FTLUBWANEIRET (D) (PRI 5 a8 A 2 BT
(E) LEHPIE T 5 4 B o AT e e

23. NHIHRHAEPIZ B (biodiversity R » (A& $EER 7
(A) V2 A B AR Y LA
(B) HREF T EREE - ARSI
(C) REFHVIEH RIS - HEREEH B E TGS
(D) &/t S = AR > HYRE S B A—E M E
(B) BEHFHERVERRZRSERIENE NN - VIiE R B (2 MR n] fEfE 2 HE

24, AR F] DDT §Y;53 - RIEEEZR AT M R R — & sy IurE Y » SR
A7 EER) DDT B EISEA N E ¢
ek T Z N | T
DDT R (ppm) | 1.9 | 04 | 17.0 | 6.5
W BA>ZRERREY - 2 RHEE - T E R TR RZes#EnIET 2
(A) H>Z->H->T (B) Z->H->T->K C) A->T->H->4
(D) ToH->Z->H (BE) Z—>T->H->K

25. FEF AR PR [ rI R ] YIRS (& @ T AN, ?
(A) i S SEEYIVET - eS| F 4
(B) fof LAV R ~ SAIRELH S F R HFRRE
(C) Bk BLE B A AR f B A YA I B E AR B A
(D) #f £ ~ S BRI o A T A R AR AY A7)
(E) [FIF-4H [FI E2 ] B o L (B ey 2 3
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26. Sl R — RGN ARIMAYRE 28 > Hp -~ 2 T RIIMACRAL - f£{£%5E ABO [

I > TS o 2 g 2 — -
(A) HIMmAATEEFs AB BUs( B £ i i)

(B) ZMMmAIHILE S A B - FAlHEEy AB %

(C) THIMMBIATEE 2 AB % » R ATHE R O %1 H (2 () T
(D) MUAYATHEMER S ST DURE TTAE . T

(E) MmAIFTREMER/ V&R T > RA WA AE

27. Ty farfdH e E e o A L o oy B (law of segregation) Y7 2
s — TR VIR E S A B A2
Z ~ HIRETT R SRR - BN G R E A E R TR
A~ —HF AN AR MR R - R B R
T PR TR - EEUERA —Eg oA FEE T
%~ TORREC T B AN IR M AN G (R & 2E e T
(A) HZ (B) HH C) HHT (D) HZA (E) HAIX

28. i T HVEIRA BN ER © &tk (T) 28N - Bk (O BN M EEFiBEE © &
el (YY) &kttt (y) - — G BEAENRA T  BFRIAL - StfEidET
ERSE Ry 291 ~ FEIRGETE RS HER 102 « T8y Al RE i ARHY AR 2

(A) TtYY x Ttyy (B) TTyy x TTYy (C) TtYy x TTYy
(D) TtYy x TtYy (E) TTyy % ttYY

29. N HWREL LA AR R T A FHAHAR AR 2 SR Ae 2 ik 8 (fluid mosaic model of plasma membrane)
fat 2

~ HHRE S 2R ELARREAE RS - TR AHRE RS E)

- AHREREEIRRRE T B AE g - T & B B oy T4 AR e s Eh s

~ AHREREA A AiS B 2 11 '8 v T K SE RS 8

~ AHRERE A T m 2 ] SRR E TR ED

- YHREE R A FER 2 e80T 0 I ERFEA [ERYEC A RS 4S &

(A) HZ (B) 2A C) AWT (D) T/ (E) W1k

30. BREIR TS ke Horg EAYRIL - T IH &l e ?
I EL SRR B RNA IR0 FE VB Y M
Z ~ BB ISR 1 B EAREAR ERYZBass &
A~ SRR B TP RCE AR A 1 BRI
1 N BT R E R E E R
(A) (EFH (B) H<L (C) HZA (D) ZA T (E) HZAT

31 AN o BB ( o -amylase gene)Z8 %6 KIHAENS » T ARSI T8 B2
(germination) i i (AT TR 2 2

o S N H

(A) REEER= (B) TET-HEARUIK Y (C) MR LA %
(D) M- EAEAEF (B) MET-S52F st [HFERFK
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32. HRARAERIAFTRAR A (EPIT - S8R A E 0 (EVIRVIE | SR B R A B 2R 5 > fE
s iz R R Ry IR B AR FTIE R > LR VIR R EIER (R EE 5 5% 2

(A) HUMER FE (resistant response) (B) FEEUFE < FE(avirulence response)
(C) #E8 7 E (hypersensitive response) (D) E97% K2 i (virulence response)

(E) AT (apoptosis response)

33. FRINEY) A B S S P R SR R ARG - o i 2
(A) BEVIAP R A AR BUS H R 52
(B) WA REIEEERS - HYAIE
(C) EVEBEARRIE - PRI

(D) Eh¥ s tEYH B 54 5 B R AR SR MR R A A e R T2 2k
(E) HHEINBIVIERS - KE O EYIE ST B s R e S E S e

34. THEERERESYETHERE IS TEY) > H TR se BA R ?

B~ SNBE R Z ~ Tz A~ FRlEE
1~ B JX ~ T 7RI
(A) HZH (B) HLT (C) ZHK (D) ZJX (E) WT

35. LIt E B INAERE - IR gl (5 EE 118 > TEERN AR L2 E
FTEL ?
(A) PELK®  (B) CO,ELK' (C) CO,HiNa* (D) NELNa® (E) CO,ELH*

36. GWAS(genome-wide association studies); & DAEFHG Fy BEEA MM AR IS E (IR E Y 17 EL

fla > FTHIRY TR N B AR P M IREY BRI o TR R N EIFT T GWAS B5fT
(e FI A8 (220 (genetic markers) ?

(A) s EYEE B B B DNA

(B) HHEERITE T

(C) e %5 (short tandem repeats)

(D) BEREAHAHI/N X H S [F-(random hexamer primers)

(E) BE—fXHE 2515 M (single nucleotide polymorphisms)

37. BiigifE b (allopatric speciation) &5 b L PIRE Ay — R85 3 NI e A B AR 7

(A) SEE=HIHHERE (B) EEHEE (C) {EREZeEfeR Ay 2R
(D) A7k (B) WREHERGAEEREE A P 047

38. LW (circadian clock) 3 Bia T 25 A= WHG A AR B A ERY B AR > HLEE B th A7 5] 2017
ok HE A S 2R B E - BEHY BV SRR - i 8EER 7
(A) BB EIEER  HAYRENGEL
(B) =EHIFEMEEG 2LV &
(C) AW 2 HRX A VIR A B
(D) Iy FLRARY A= 0r 2 - B2 5 R R Y — B AR P a2
(E) £V | RIVEFRA —EHFR 24 /NEF

Al (GEmE) HEF9HZETH
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39. R [ 5 (epigenetics) ¥ A= an L ER AL B K S ME S A & EE R E - NI E 2 HE
BEUN?

(A) BERIFHIE S (B) M FLFHAYAL N EIYR (imprinting)
(C) =BG M HIHRE (D) EEREE%/] Vg (nucleosome) Y 2 1 E (EHff

(E) NJFRLEE[R 20k AN (proto-oncogene) A7
40. £ 5l N FT B A Y A V)RS Ry )4 (biome) © 2B AEYIMH AT B RRSEIN T Ry ] 2

(A) SEpEEs (B) GFEEI R (C) iR ELE
(D) PR+ IEAIRE (E) FiiselsE s
41, NHNF ST E e T A s R ISR Y fg BRI+ (orp repressor) [HERT (0 fZ BE #1F T (orp
operon)HJ#§% 7
(A) (R (R T T4 & (B) toleE (AT T R4S &
(C) CfBLAR T BRI F T4 etk (D) Efz WAl T Bl E 745 Sk

(B) CogPeid AR E TGy
42. BT Ry TRYFA I (altruism) & 52 B EUBRERH AL A7 BV - A RAAIMIT REIRCILL - ol E i

B 2
(A) FUtLFT B BT A @ 58 (B) L@ BT AIL T 2
(©) FUMLFT B B I BB (D) AT (kin seloction) R HFIHLT 2

(B) #EITHIMIT RHAV(ERG T LR E S A E S BT

43. RHEEZ A L i ey 3% B 2 THRE S AR PSR ff » BTl s ARY LR SRR 5
RN - DUBIESZA8H O RS8R 3% 8 i 7] RE T P L R 2
o~ B A EEH LA E AR
2~ B A O 4R EELUE 2 (adhesion) fE 75 S E 1L
A~ BAEABE AR g i 28 B AGHETR
1 BAEARBED LA R S 4R
(A) HZ (B) ZH © WT (D) HZA (E) BT

44, ERZAE Y E RN > TTRE S RENAMAENY B W (E F (autophagy) o BEHY EIWE(E ARG > ]
EIGE ?
(A) EWEERIVESR AR Z 1808
(B) —H EWR(EHFGEE - AR REE e T
(C) EWEERAVERET - fEEIFHREEE » BRI E AN AI R e T
(D) &84 (lysosome) i ‘BB H T E A'EHE) » EHFEBILIIINEGSEE @ DEZERE
(E) 4HREfE EWEfE T - SR IESEARREn R — R  EEEHSNEERE R

45. EZEVIAIHB A @ T 2 A R EASE R - Al A BISh - ERIBIRE L ERE > T
BIREL B HACEH R & i Sl (coenzyme) ?

(A) ATP B ADP (B) NADP B acetyl CoA  (C) FAD Ei1 NAD"
(D) FADH: B NADH (E) vitamin E Ei vitamin Bi»

Al (GEm) HEF9HZHE 8 H



TRFFEAFI07FERF LY FF R L TR
ERCE

46. ERZAVT > GHIRAL the K A I kil (telomere) 15 - 75 22 5l (telomerase){F FI AR se AR
PG R AR ORE REWRARE o TR ImE R ARG - & RiaE ?
(A) ISR BURERICHY 50 DNA » [/ 1 A% B e
(B) FimBhIT B S R I B DNA - s E IR B S H B,
(C) B 3°Um%E 50k DNA S EEgReE - vl G pdmil DRTEIcHY DNA R B2
(D) {EIEF AU RGN - B8/ N FEA SR AT P RS 1
(E) &45a HRFRAY RNA » DIE ki L ATERIHY DNA R B

47. DNA JHEESE ¥R (topoisomerase) (£ 5T % B B2HY 73~ AE W1 F B i BRI A 1 - 31
R RO > M ReE ?
(A) TEFFF A FRERER
(B) BEAF RNA 5[ FERUN IEMEFFS - 1) DNA #E
(C) AeffliEdlisrhd DNA [ - (£ DNA JHA#EH
(D) gEiZHk DNA B - (HiR ARSI DNA
(E) 1£ DNA #E%8{5 RNA ST aE S E A

48. FLEAHE pE SR AR AR AV AH AR B R L - B EREOR L R RE S - A E A A
AIRESEE AR AR L 7
(A) EAREE EEHENEE (B) M hn4HpeiE A RRERIiL & 2
(C) hnHAIAERE EHEE RN = & (D) H§in4AeRE EEARERINE & 2
(B) BUEEMATEE O FaX Ui -

49. B EWE(Quorum sensing)E5#2% All ETF H FRARHVERIR AT 3 - HRAYIE 7 EUERR 5
AL - T HIH & R I 2
o~ aTHBAET RAEHbofim) L~ AIEBAERESERNEE

A~ HEEEE Rl A T BUNEERREE S - WS I R
(A) H& (B) T © 4T (D) BT (E) HZA

50. N RIS SRR T FE A K2 RS IR Y DNA 183 » £ AT REAE AR (TR G 2 SH FH (7t
HFRREE ?
(A) DNA BERGERL S5 £ 18 (mismatch repair)
(B) DNA EEjGERRL JEFEDF RKIm$# & Z18 (non-homologous end-Joining repair)
(C) DNA #ERFEZY /5] B2 4H {18 (homologous recombination repair)
(D) DNA Fq s #E4E5E(DNA interstrand crosslink) /&R (Z1{8
(E) Ryfipmesng — 2% 58 (thymine dimer) /#%E &4 #1218 (nucleotide excision repair)
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