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1B ISR A A RyApo 40 ~ 0.65 ~ 160,70.17 » FRPIsRAI A a4 2
A {87 {E (field number) 240
B AR E =Rl A =
C.f#frE (resolution) 50.17
D.fL#&H (NA) }50.65
27@“%%?55 (interference contrast ) BEFHSEAIRL » A FER ?
HEBZIRIVERERYE - A1 BREES
B JF SR i 2R - (HE B R ARE > e kess - DU GEtL
C. Iz 4R - FREE T R USENEI G
D.Er& & E - BRIR B AR m
3. N MR SR 7 A = F AR AR PR AR 2
Aurine reagent strip test
B.benzidine test
C.Clinitest
D.copper reduction test
4 E RGeS MRS » By T SR 2 MPRECUMATZRIR - FERFRERHEST T A 2
A BRI
B.E&) U
CnAb e - MALZE SR
D AHRE » WiREZE S ARG
5. BB RIRIRILE - BEE—RRIREA NI —IHEE ?
Aol TR R
B.AafEIoN
C.l 5
D.ELEE&
6. R UEBI 2 WIETTEFTRIVES > N YIRGI T ERE ?



AR B EE AR R
Bz o A B4R
C. FH ARG EI: 8 22 7R s S35 2k
D eI R Y
TIEERES - THIREAEE e85 ?
ARZE
B.JRi%
C R RT
D.g/kb$5
8. NI R PR R A A HINEAL R A FE 2
A.Diazo reaction
B.Ehrlich reaction
C.Greiss reaction
D.Peroxidase reaction
9. NFIMEIE i A FTRES EEPR RO ?
AYHEE R
DRI T
105072 PRS2~ S8 Ry R 51l 2
A .sodium nitroprusside
B.acetoacetic acid
C.Benedict's reagent
D.3% SSA
L1 NFIHEIRERS - f5% 5) i RRPR AR A i R 25 1 2 ARPa e 2
AL {E 8.0
B. Bzl {E £55.0
C.&4:4:%C>25 mg/dL
D.&& AR > 25 mg/dL
12 PRI A AR R 2



AL sEE

B.Mm4r#
C.Hl4x
IDEANIIIEZ
1332 B (T E I stER - 9Ny R s S R R IIORS [#E 5 BB et & i 8 - AT & &

APTEABRAYER B LHIEE - HIFR Rf] 2
A BHRIMUE ATRE & A = B ATHDF
B.BERAT M ER A S
C.RERIMATRA B E(LEM - HIN B B AT
D.EPRIMATEZ A ERE » NA G HRIE M
14. A& A RS (FHER#T (steatorrhea ) HYEGRETfREtES ?
A GTHEEAIHEREREL
BUAE M5 HYAREAZE S 2R (carotenoid ) &
C.ET MERER B TR A 1%~ PP EES (breath test)
D . (#fJSudan [T
15 B T YIrES EUAS G E O Bk ?
A.Loffler methylene blue
B.Trichome
C.Hematoxylin
D.Toluidine
16 ERARIR A EH (broncholiths ) ZHul - T4 a[ 4 IEHE ?
ASNE B EEORERZEGIR - KNR— ~ RS REERRE AR
B. e &gk AR B E AR AT
C. X REMIEEISEE AR S DR R E R AR Y
D% R 44825 (histoplasmosis )
17 B 3R M 2 AR R SR - & b 4R R g BE 1 A sk > FTREZ Ty IfeEY)E 2
ALTRER
B.Curschmannft 12 RS
CmER
D SCRE RS
18 fEpEi g tesE - (HREIGEM R (crystal violet) & F5Ia[E ?
A.Auramine-Rhodamine Z: &
B.Ziehl-NeelsenZuft £
C.KinyounZ: )£
D g ek
19 8¢t h /N EIS B SRR EIE AT © iERE EF ~ B mERk90% ~ FEiEE RS~ ~ ALlgEW
Bt o NI TS SE RIG Y EEAHRR ?



A B g R acid-fasti5 ML B
B2 B EMERN. meningitidis
C e Al H S fE AR B Enterovirus 71
D.EifE /Kt kR C. neoformans
20 EHE R ASHRERE D EK - y-EREANSEE (T ?
A.56~76%
B.42~62%
C.3~12%
D.21~47%
21 RHIEr BN EAE R M VL R B VBRI il = % 2
A SNB 2R
B & & MBI TR R
C.HREBENIERE
D.jpt%E £ 8 (adenosine deaminase ) > 40 U/L
22 R F I eT R i i PR E M o BRI 0 > 50% 2
ALFRRE R
B.FE it Lo g e
CEEVR MR 3
D254 @ 5

23 R KEEE Y E By T B 2

A F R HE

B. 7l
C.BepR %

D g =R R

24 TEERRER T2 EAE - I ERTE 2 LLBRZ ?
A[EH
B.oEkEH
C.pekEH
D.yskEA
25. THIRATA RRETR A A VR E AT - & EER ?
AEHTEZEIEO~ 12/ N\
BN INAT 22 DA R o g
C ARSI > fadg AT RS — NN SE ORI E
D.1FH & B RAER B E 2 R 22/ N 10 mg/dL
261 BEE foR LEE R B AR E A A 2
APRIETRERRS
B.ih4fisE



Ch%E
D.Fi51HR
27 THIEREsR IR G RERIRUIL - (T $E % ?
A . WHOZE (i F{Papanicolaou stainZ4ff
B. &/ DEIZ200& K25
C.ETEERTEH @k S E TR
D GESEENE 2 HE R LS FTE M IERE aRAIiRE
28 IR AE R AR A N YRR U SRS 7
A.lgA ~ 1gD -~ IgG
B.IgA ~ 1gG ~ IgM
C.IgD -~ IgG ~ IgM
D.IgA ~ 1gD ~ IgM
29 EH AR AR AN  Zofm g Py NS BRI 2R R B el ?
A.10
B.20
C.30
D.40
30. NI farE Bl At R R A R 2
Ay- NSRS R R TR E
B.y- NGBS R S R TEANE
C.p- NJEG B R A TUHNE
D.B- NS E MRS R S R THHINE
31N B RE IR A+ 15k 808% (Ancylostoma duodenale) FISEINiHEE (Necator americanus)
ALZ IR/
B.&a 0 A IN4HARE H
(ON:E-AME 2 3
D R4 e R
32.ffR (hematuria ) 2Ry N7IfAIfE S A #2AY T 2R 2
A B M &% ( Schistosoma haematobium )
B.ZEWE: (Necator americanus )
C. R{EVE 23 %8 (Dipylidium caninum )
D.E=En2ua &SR ( Diphyllobothrium latum )
33 EFERAG T » EEANGS ymEYOYEFZINEE (oocysts) » AIA4EHIF (sporozoites) -+ RILIH A A FIAER
Fefolfd T s ?
A A T8 (Sarcocystis hominis)
B.[&Mu T8 (Cryptosporidium parvum)
C.HK 5 HuEkd: (Isospora belli)



D.5 & (Toxoplasma gondii)
34.1ehieEss (Trichinella spiralis ) WYAEH - ANBGHYE THIEMERE £ 2 O fEfEE (intermediate host)  (2%%
5L (finalhost) Q&5 (reservoir host)
AEDOQ
B.#D®
C.2@Q®
D.O@®
35. ™5l F N\ RE Rk zR (Ascaris lumbricoides ) BY =X ?
ABEGIR (filariform) 453
B.45IR 4 m B K7
C.EBEHEDN (embryonated eggs )
D.&5&2A500
36.IZRANFEM WSS (Achatina fulica) FA AT RERIA o/ fE 2T 2E & 7
A JEERE T4 (Capillaria philippinensis )
B.#ERFUR . ( Clonorchis sinensis )
C.HAIMWK 5 (Schistosoma japonicum )
D.Es{Em4RE (Angiostrongylus cantonensis )
3T ARARE/K B fBRE 8 - (R ETRE Ky B Ay Ry fal 2
A Bk AR
B.iaRATImER
C. A4l ek
D& E ik
38. NI ER G HEAE BT ESN AR ?
A EHHERS
B.amEkEH:AS
C.4Limsk
D.a&EH
39. EMEE KAV A EE 19 (—MERCYFRA 21-1) - FEAZE Ny ?
A G
B i
C.fEhr s
D i
40. NFIHARE R SRR BT HHER (R 2
A EERR G A
B. MR
CHEOA5ESR
D.{E I HrEEPR



A1 BARE S N YIRUI 0] ERE 2
ARZERS ERT AR ZEIREE (Polypeptide chain ) JZHTE FARNARY3' I
B. & Z=E(LHEALSE (Peptide bond ) FZREAVEEZSE ribosyltransferase
CAEEEE G » #2 EREE 7 EJARNA (Charged initiator tRNA ) Z4HGEFIZHERGHIA site
D. BT AR TS - TR E TS - FRLAR @R AZERS (Polyribosome )
2 [FRR B BB E R ¢
A.Pol 1
B.Pol 11
C.Pol I
D.Pol IV
43. N HIAEAR EPCRESEH FTRZEAIRL ?
A.DNA polymerase
B.primers
C.agarose
D.dNTP
44 453F7DNA (Branched DNA ) Filify5E—HI77AB15 — « E=RTTAMME » e RHIARFEBGEE —RD T R
5?7
A JTEUEFEST (Capture probe )
B BUdERE 91 ( Capture extender )
C.RIESRHA ST+ (Pre-amplifier )
D.53F;DNAGREREA 53+ (bDNA amplifier )
45 AR TR A B PR R - T &R ?
AL BRI AT EE AR
B R gE B As i M DT SRR
C.u] DAT fep 4B i i ]
D. ] ARSI [E] i 2E M
46745 fflaminoglycosides HEEIY AL - Tl $ R 2
ARy —BHIIGIE 0 E G R EEY)
B.aminoglycosides $HZEY)H i G5t T SN EEY) L8R (Efflux pump) FTEL
C. 25 [R 2 ME4H B ¥aminoglycosides SHEEY 1 4 14 Bilintegron A ]
D. ¢t ¥faminoglycosides A T &4 7] DAAE 5 o A B PR B HHER
47 weis R E R R > BENMERE RE M - AlEGE—RPCRIZ - DIEHEYIHEN - HHS—H51FH—
ZKPCR - f# Fy
A.55PCR (Nested PCR)
B.Z&PCR (Multiplex PCR )
C.[R&EE R B RS2 BIM3HT (RFLP)
D.E[IiEPCR (Real-time PCR )



A8. T HIAT R Bk A A i = Y B — AR RIBR IR 2 (B 2
A FEE
B A
C.im 9w
D.G6PDEE= iE
49 AR A i T AT kb i T S s 2
ABEMEE— R
B. M5 =K+
O = 1iilk VAN
D. g LA+
S0 B R Z A F A A E codon 1782
A .Promoter mutation
B.Nonsense mutation
C.Frameshift mutation
D.Splicing mutation
S1.RFIRALFREEYjoxaliplatin FYRCR - (A& EE5 2
ALBEZ I e S
B AR ELUGTIA NN % RV R
C. e BRI Z L4 & AR R AHAR AR =
D .4HAI A DNAEIEE M & s AL
S2 MBS A MR (HLA) AR E R B asS R4 © MBS ~ B8 ~ B12: 853 » @B5 ~ B12: 7
7y > (®B3 ~ BS ~ B7 : 157 » Atk AWWHLA-B&H THIH—AY 2
A.B5
B.B8
C.B12
D.B3
53. B LADNAES T8 8 -  RHIR0I A $EaR 2
AGETHERRR (PE) ZHZR] 0.999974 HHERHR F-BH %
B8 (P1) HUERE " BRI B/ IMLTECHIESR TS R NE T4 SR |
CARE A ORI (Swab) {ERIRREDNASCIR » HEhs AMEEARATE e LUE KR R DL T4
D.STRITZEMITH T E » HAERATLIH 77 7 BSR4
54 T FIAREL R Z g8 STR (short tandem repeat) S HT45 AV HEE ? DFRREDNARY S @8 YSRRE Q5% &
e LEHEENERTS
AEDQ
B.#Q@®
C.EO®
D.O@®



5557 T ] Z automatic pipettes > /0 Z A FEMIE—K ?
AEH
B.3fEH
C.ofEH
D.12{&H
56. BRI ERF (Next-generation sequencing, NGS ) Fe{fif - R4k 5tz 2
A KHIGE FPHYDNA R EE L (fragmentation) 7 BE {7124 B B
B.DNAWVE#E E#E$#5] 7 (adaptor primer) 7 BEHE(TERF
C.HTLL100%E [~ B AL (i
D.EFPIsERERERR - RESIEIAYERE N BB SIS B EE A AP AR
57T HMeIE 2R R R A M B FERY R M B E
A ETHIFER R IR B 2
B.{gH7K
C.EAEER
D{EHREA
58. T Ha R FIEE 5 [ FHETDNANG I 7 FE 2 OFstE sl BI04 (RAPD)
firB (ACRS)  DHEfEPHBEZESE 248 (ARMS)
AEDOD
B.#D®
CEQO
D.0@®
59.B#}* & 77 Extended-spectrum B-lactamase (ESBL) HYAYAI » NHIal i AR E ?
A.PCR-RFLP (restriction fragment length polymorphism )
B.FISH (fluorescence in situ hybridization )
C.PFGE (pulsed-field gel electrophoresis )
D.VNTR (variable number tandem repeat )
60.f& HIMacrolide-Lincosamide-Streptogramin BAYF&&14: » /DB N5 [afERE A ?
A.ermB
B.van4
C.gyr4
D.mecA

QA IEFRFIEG Y

61.BAR 72 A DNA (branched DNA - bDNA) Heffigofliig -FCRURT 5 (HCV) HIURCIL » (o7& §Et 2

A ZHRVEIRIRFERT 3
B.HCV RNAE B g BB sC B4t &
C. 28 s B P HCV RNAERLIEEL
D.HCV RNA#AHFLE E RV SRS
62.%}} Hb Constant Spring (Hb CS) AYMHBHAGL » 5 E 555 2



A0, globinFL[RZE 4 ik AZ€% (insertion mutation )
B.o, globinf A2 HF TAAZEEKCAA

C.Hb CSII A Z L IE ~ alpha-globinZ 3 1{[#l f& F %
D.a, globinFER 555 142{[# codon&E 4= BhZe s

63.VKORC1 (vitamin K epoxide reductase complex 1) (X WarfarinZ2Y1 ) EBEFE 2 2 — » G2 2EVKORCIEME
ZHN BRI 2 RV B 2 AR AR A& - (BRI ?
A.NEF (intron)
B.E#)+ (promoter)
C.5igEiEzEE (5'-untranslated region )
D.3rwdEiEzElE (3'-untranslated region )
64. B EhzZe 8 R A EHLASBA AN B S 8 R RIFRZ — ISR AN B HLAZ AL AR A 2
A DNASHEIE %
B RS [T Gl S E
Chr R RIS TE
D S e ise A bk
05. i {5 AR AE Ry 75 E fmicrosatellite markers & A HIMBR B VEFPY IHRE Ky -
A.dinucleotide repeats
B.octanucleotide repeats
C.tetranucleotide repeats or trinucleotide repeats
D.pentanucleotide repeats
66. T FII{I e Sy 16 2 R MERE T 7] DAHE P AR S e UERA (5 2
A5 RS
B.SE215f 0 G
CXgutnps
D.y (a8
07 JFTUEEFEIA c-SROESE R EFE LI v-SRCIEEATyrS 270G (LA RE > TyrS27{rc-SRCERATAN— &g ?
A N
B.Crii
C.SH2[&
D.SH3&
68. NI HE R - ELE B AR 3 A A f e 2
A.Aflatoxin B1
B.HBV
C.HPV
D.HCV
69. NI Al & e A B LAEGFRABE R BLE(E /25181y 2
A FEERE



B.AH B
C.7L#%
D. i

70. AL AR EEY R VR DUB TS (LHER2 B ARy » RY M 7 2 il & P AR M HER 2BE R = A by 2

A.FISH
B.RT-PCR
C.IHC (immunohistochemistry )
D.Western blot
T1 T FefEE E 5§ 2 B2 SRR M (receptor tyrosine kinase ) HYAHAMEHE(HIERETE ?
A.RAS
B.RAF
C.ERK
D.RB
T2 B R4 B AR BA SE s - TNy E R A N B R RRE DR ?
A.AFP (a-fetoprotein )
B.CEA ( carcinoembryonic antigen )
C.CA-125 (cancer antigen-125)
D.SCCA (squamous cell carcinoma antigen )
73 [ERE R A [FI L 2 fE RISl 7> (tumor part ) e AHASIFAERIES /) (adjacent non-tumor part )
Tl 5 A 5 R 3 I HE TR 0 5 ) B 1 DA I L e e A R e 8 2
A X ERZE (Next-generation sequencing, NGS )
B.Scorpions ARMS ( Amplification Refractory Mutation System ) ;%
C.EA LR ARG EE E (digital PCR)
D.##&7E 7% (Sanger sequencing )
TA. N FIerfE T AR B A ALLRY S E IS5 (MRD) HRHI 2
A.Cytogenetics
B.Flow cytometry
C.Southern blot
D.FISH
75.BCR-ABLIFG 1 » BN HI{a]He & 58 2 MUK BRI A A 2
A.AML
B.MPN
C.CML
D.MDS
16 ATk 2 FLEF SRR (S.O.P) HlER » NFRERE TIIE ?
A fglige HAYELER PR EE
B.igke e EEH

L AR T



C. A B B
D.tx&ngH]
TTAE S Fialgls - FEELT TSNS E - RSN ?
AR
B ZBEZEHT
C. 15 B
D.gE st
T8. T HR—{EZ0 58 SR HIPE S & 2 SRR F B R B 2 T i S B s B A B IR ?
A.1S017043
B.ISO15189
C.1S09001
D.1S017025
79.BH B AR SR R & o E H AN (DENV) -~ i 524 (CHIKV) #IZ2F9%5 (ZIKV) Ztrioplex real-
time reverse transcription (RT)-PCREAFIHYRAL > T EFEER ?
A.{# Fone step RT-PCRIZJE » B3 1
B. (i I Uik es s 55 By SR M B BRSOV PR BT
C. Rt ie 2 MU B S M B 2 R A D)
D. R A IR A AR R A 2 A V5 5
80.7K LR - IthakBgte 5 CHRAME Ky <38 - FrA S AHER R A N ae RN 1 T5ER - S5RA N R THIfE
F Ry IEHERIRR R 2

g L3
iR ESEs 5 T
DENVIS# 8 T
CHKVIGie# 8 g
ZEKV [Hie#ia 4 T
AEREEa B TE
Hr#2 2 DENV#E | Ct>38
Hr e 2 CHIKV fem] Ct<38§
B it 2 ZIK Vi A Ct <38
A

B. G RmH A S BYR R
C.ih SR HEMNZL RRHES
D.ZiRmsEn e Bn it



