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1.Mannitol Salt Agar & F¥I[{a[ffiz&EE ? Denriched media (transport media  (selective media @ differential

media

A.0®
B.0®
C.0®

D.@®
2 BHAEDR B (pathogenicity islands ) ARG > T 5I{r] & IEHE 2

A.F—7#mobile genetic elements - BJFEHER ZfE T TN THNA
B. B AEEE AN E 5 IR
CAREFHEEMFCT (dissemination )

D AR AR H S TR AR RN
3 AR EESBATUHBMIERS B - TYIE Rkt VYRR ?

A.Bacillus subtilis
B.Clostridium novyi
C.Clostridium perfringens

D.Geobacillus stearothermophilus

4 HRHPR GRS B 2 BV B HEEARE - TR R EE ?
A oRHEE > FHERER » SRR 100 CFUMMLES » A 3 T B AR e RIS 2 M B
B shpbth > tERER » FSEEE 0%~ 105 CFUMML » FLFF Yk Bl e - S s H R 5
Comm s R 102 CFUML - EURBSPIIREIRAES - (va RS %

Do ppresiponctans o B4 < 10% CFUML » (YEEEFSES » BcraRET
5. T R B A A T R 2 AR AL R 2

A .capsule



B.flagella
C.pili

D.porin
6. A RAM B 2 MRS ERHIRUL - TR &5 ?

A BRI T B BARAE - AT RER By B 0 e B i I 4 A4
B854 5 T4 E Dlcalcium alginateds fy i &
C. I8 E M2 (E YA 25N & Buffer-glycerol saline}7s % 5 Cary-Blair} 5%

DS D BAR Eiaary R - fEZ (i Hpropylene i H HY % 25
1 B E IR LT P fE B AR E 2

A.calcofluor white
B.crystal violet
C.acridine orange

D.methylene blue
8. BHINBEIRIRAGHIEREE » THIfaE$EA ?

ARy TREGRITHY - R4/ N AU SR Ry
B.JE(E AR A as U
C il RSB IR R RO LRI 250 TR HL

Dt Ba Or 7 n B B KA
9.1£ Blood agar plate (BAP) EEBUKE ~ #ils « R - AR M - AEDHFINE - Eff4~5 mm > 41
IKBHEE R ZARIGIR (Medusa-head ) HYE > B AlAERE MY ?

A.Staphylococcus saprophyticus
B.Nocardia brasiliensis
C.Bacillus anthracis

D.Actinomyces israelii

10.5RfBacillus cereusNg&I- T e -p BRI » THIfRE$ER ©
A HEEARIREZ HERMT L
BB REARE » &5 1~6/\
CER LS F O R A B E 3 2 T 3 E

D. E SRR Ry ez B S T AR 87
11.5%%52 (Diphtheria toxin) #E A4HAETE > FHATREREIANE A BzalsubunitfZ ZEAHRLIIAE 2

A Fragment A



B.Fragment B
C.Subunit o

D.Subunit
12. 5 Rf Erysipelothrix rhusiopathiaefJEL » RNFI Al &R ?

A NBRZ R BSEARR - ik - SR
B.R2RIRISMEE - ETSIEEAA EAH,S
Coit—fR T E2~ 42 HIN B 28R

D. o] 5 [FEMIE S/ C P RS 3R fFE8E
13.Acid fast stain Fi{g F iy carbolfuchsingauramine O 3 B 2 M43 45 A5 B M P B2 A (A Fl Bk 4454 2

A .peptidoglycan
B.arabinogalactan
C.mycolic acid

D.lipoprotein
148> Nocardia brasiliensis 7 ik » N5I[{a] Zfzn ?

A BT R E GRS o EiEEh
B.4lifEE & A iR E B (mycolic acid) - acid fast stain g 55054
CorbsER FaP i R4 H4% o 4HAS T o 2= 26T s kL (sulfur granules )

D. 1] 5 [#mycetoma
15. F%{a] & -ZNocardia spp., Rhodococcus spp.fllGordonia spp HYF:EFE: ? OfERESMmEERE QE4AEMG
i Olysozyme resistancel5 14

AED
B.0®
C.O0

D.@®
16. N %I[{a] & -ZStreptococcus pyogenes@iZk{% 5 |#acute rheumatic feverf A §EMEA ?

A JIRFM proteinfl LIRS ELBUFAH LI > BHiM protein.” & [ fE ISR LHIEE
B.C5a peptidaseit ik C5ay G b i O IR
C.HE A E I RIS [#E antibody-dependent immune enhancement]ffj i 5% O HLIE S

D SRR a0 R DAk iSE R LIRS
17. 7 %!|{a[fdviridans streptococcus group-~ &z 4 acetoin ?

A Mitis group



B.Mutans group
C.Bovis group

D.Anginosus group
18. NHI{af e (A 5 75 5 B 225 Corynebacterium diphtheriae” 5245k ( metachromatic granules) ?

A.Gram stain
B.lactophenol cotton blue stain
C.Loeffler methylene blue stain

D.India ink stain
19. NFIEREPT S BEEGERENIRGL - (755850

A BB R 4R K 22 Kpenicillin binding proteinsZE 8 EL
B./V#Enterococcus faecalisEE RN EE A= B-lactamase T 1 5 {8 2%
C.=Ebipenicil in R EZ4EE - Hf FpenicillinEi gentamicinfE A ES 177 [E T B R

D .Fri @& 2 fHextended-spectrum B-lactamaseffi{E i
20. A Ak SRS DU B (high level aminoglycoside resistance, HLAR ) BEEKE 2 {52 » T oI & SR

A JERELEE R EEY) /A D) gentamicin K streptomycinfE 55
B #7245 AIBHI agars{BHI broth - fJ1 BE— S R 4EY)
C.FFE A HE35°CHE 24/ NI TE I3 (3 streptomycinZtEf24/NIE R 4= 5 » HI48/NEE L PRSI —20)

D .4 gedEsio 2 5 (8 FMiieller-Hinton agar 5210 pg gentamicin disk{E 5
21, FHIfafE AR, 3= 2 a] DAt Aeromonas hydrophilaiiiSalmonella entericafYersinia enterocolitical@ sy ?

A.E/bfE (oxidase)
B.15[t (indole)
C.HH&EEEESR (gas from glucose )

D.Biefz B iR #xiEs (lysine decarboxylase )
22. N5l fdEscherichia coli » FZEE = AN b EZ4HAE » GAE FEAHRE Y E5H 2

A .Enteroinvasive Escherichia coli (EIEC)
B.Enteroaggregative Escherichia coli (EAEC)
C.Enterotoxigenic Escherichia coli (ETEC)

D .Enteropathogenic Escherichia coli (EPEC )
23 NYIER R R R E SR AN - AR ?

A .MacConkey agar



B.EMB agar
C.HE agar

D.XLD agar
24.“MY SPACE” = B4l 8 1 A AmpC B-lactamases » PRITTZEAEHZEN: - Horp M > {{F T3 o[ ©

A .Mycobacterium tuberculosis
B.Moraxella catarrhalis
C.Morganella morganii

D.Micrococcus luteus

25 FRBIVIRE (Proteus mirabilis ) FEEA TYI{AITERFEZE ?
A.B-2FFLIEEREE (B-galactosidase)
B.JRZH§ (urease)
C.thel (tryptophanase )

D. Bz #xliG (lysine decarboxylase )
26.F % A lES: (Swarming) - Indole (+) > HAmpicillingiiCephalosporins 2 5 » £ 0TRE Ky 51 ol fl4H

?
A.Proteus mirabilis
B.Proteus vulgaris
C.Proteus penneri
D.Proteus myxofaciens
27 FRER R R o AR IRAR R A R B E (Pyoverdin) 7
ALtk
B.§#
C.55

D.#%
28 BV HEXLTAR S XLDsodium deoxycholate bl Tergitol 4 Kt » BT LSRR 9 AIRBANEAAY /B 2

A.Proteus spp.
B.Pseudomonas spp.
C.Sphingomonas spp.

D.Salmonella spp.
29. T H oA B A B A2 T EE R 5 (RO 3R 2

A .Salmonella enterica



B.Haemophilus ducreyi
C.Ureaplasma urealyticum

D.Bordetella pertussis
30.(81ASerratia marcescens F1Pseudomonas aeruginosa 2 U » "NHI{a] & i By ?

A.S. marcescens K@ FEA 12 > P aeruginosa @ FEAE RO EE
B.E R K A0S, marcescens{FEAER N 2B > [P aeruginosa 241 (4
C.S. marcescens " EE LB > TP, aeruginosa 275 4 (LEf

D.S. marcescens$EETE » [P, aeruginosa’s {iT;
3 1.5 FfStenotrophomonas maltophiliaJEk » 51 {a] & 1EHE ?

A Nonmotile
B.DNase positive

C.Oxidase positive

D.f#;£4FMacConkey agard14: £
32.Cholera toxin 1 H[}{Esubunit @ EARS I - F74fRfZREsE & 2

A.A
B.A,
C.A,
D.B
33 HRfVibrio cholerae B 1T ERALAHRARYALAL - "N IMa[E #5548 ?
A.FZ N Serogroups £501 ~ 02 ~ O3
B. FZE i YBiotypes fyClassical B1E] Tor
C.F ZfJSerotypes FyInaba ~ Ogawa - Hikojima

D. F 2@ 7 4= cholera toxin
34.XLD agarfik 5y HH R 2 {n] e ?

A Xylose
B.Xylitol
C.Lactose

D.Sucrose
35. IR E E R BN 5 AR T RE R ©

A Yersinia enterocolitica



B.Yersinia pestis
C.Yersinia pseudotuberculosis
D.Yersinia ruckeri

36.XLD agarffi & Z pHfS/REI £ -
A.methylene blue
B.eosin

C.methyl red

D.phenol red
37. FHalE R Acinetobacter baumannii HJFEHE ?

A. A4 EAMacConkey agar
B.cytochrome oxidase (—)
C.motility (+)

D.OF glucose (+)
38. Ak Haemophilus spp. Z Uit - FHIfe[ 1ERE ?

A FERER SIS
B. KA FI & =
C.candle extinction jarg I H 4= &

D. BB AR

39.Neisseria J& (genus) 4HEF > Ty &G HEEMREELR - H ¥ maltose ~ lactose Kzsucrosets fy i 457 & ?
A .Neisseria elongata
B.Neisseria gonorrhoeae
C.Neisseria lactamica
D.Neisseria meningitidis
40. Y Iel TR B 5 5 (3 R TT MRS A 3% 2
A.Acinetobacter baumannii
B.Bacillus thuringiensis
C.Neisseria meningitidis

D.Staphylococcus aureus

41 AE MRS E R AR DT sodium polyanethol sulfonate (SPS) F B I N5 fELNHE L& 2
A.Bacteroides fragilis

B.Mycoplasma pneumoniae



C.Pseudomonas aeruginosa

D.Vibrio vulnificus
42.Q#% (Q fever) ZREE NHIrITEAE TS [ ?

A.Coxiella burnetii
B.Ehrlichia chaffeensis
C.Rickettsia prowazekii

D.Tropheryma whipplei
43 N HIRCI A E R G IL KA (Rickettsia) HIFFME ?

A.J& > Gram positive
B.DI 4334 (binary fission ) E9H
C.EF 18 E AR 8 225

D5 & N B TROR (5
A4 AR 5 [RER B B R IR IS HIICE - T oM #8550 ?

AR — F ~ IR
B FEHIE AR A ZFRE — M1
C AR MEAS R R — A2 JE 8 7 B R

D s — AR5y by B
45T F{ar ey [ B ) e AL AR 2

A BEREE N ( Chlamydophila psittaci )
B.WHR A< ( Chlamydia trachomatis )
C.Ir5e e (Rickettsia spp.)

D fu[ i gaE ( Coxiella spp.)
46. %I (arfE EE R g P R 2 DE-test  @broth dilution  disk diffusion  @agar dilution

A.OQG
B.0@®
C.00®

D.OG®
A7 T H e RR e e o A AR AT 7

A.Propionibacterium spp.

B.Bacteroides spp.



C.Clostridium spp.

D.Prevotelia spp.
48 .Kanamycin-vancomycin laked blood (KVLB ) agar =3 NYI{a[E 2 BE& 2

A.Clostridium spp.
B.Porphyromonas spp.
C.Prevotella spp.

D.Fusobacterium spp.
AETHUAE R R MR - 5 Mieller-Hinton $58 5 2 pHIEB(EK » & Y afEHTAE ZAVRH G 58 ?

A .Kanamycin
B.Erythromycin
C.Penicillin

D.Tetracycline
50. ™R E A4 2= (bactericidal antibiotic) ?

A tetracycline
B.chloramphenicol
C.vancomycin

D.clindamycin

SRS AR B N B I EHFR AR (aerobic bacteria ) AYRLE: ?
A.ampicillin
B.metronidazole
C.aminoglycoside

D.macrolide

52.B-EGREES (B-lactamase ) {KAmblers34H » H] 43 Fyclass A~D - Hrr{affdiB-lactamase ” jf 142 EDTAHIH] ?
A.Class A
B.Class B
C.Class C

D.Class D
S3. M ArEME = OEEEKE (Methicillin-resistant Staphylococcus aureus ) i RIEE N YI{a[fEf &R - i
Adambid: ZE B bgE:

A.pmrB

B.mec4



C.rhoP

D.acr4
S4. T FI I fEEEY B G P SR R A 2

A.Amphotericin B
B.Meropenem
C.Cefepime

D.Vancomycin

55. AR B AT R AL ZE R % (airborne transmission ) HYZI 7
A i (measles)
B.451%9% (tuberculosis )
C.Clostridium difficile 3%

D.XKFE (smallpox )
56.Fk% & (anaerobes) HiAEZEZ MRS - DIFERIMERTEL (Broth microdilution method ) JHIEAEF - ERTE
2/ D/ NI IR B i Ry 7

A.16
B.24
C.48
D.96
ST MARCLSTEE > YR A R TR A S Rz MeatBg: 2
A B A 2
B3] AR EERR

CoBR AR R R

D . B2 Fr e HHES HIEEY) Rz M
SQ.ESHE R AR BEE (Neisseria meningitidis ) $RFIEREMFEL (Agar dilution method ) JHIE P4 e ERIT - Bl
& (CFU/spot) Fyfaf ?

Al x 103
B.jx 104
Cl x 105

D.1 x10°

59.Sulfonamides A EFEIHI T 31 o el 2 2



A.dihydrofolate reductase
B.DNA-dependent RNA polymerase
C.dihydropteroate synthase

D.DNA gyrase
60.[fi 32 8% (Mycoplasma pneumoniae) ¥ 5t 42 22 2B R IRGUZENM: ?

A penicillin
B.tetracycline
C.quinolone

D.erythromycin
6 1.451% 3 15 AR B B e R A B ] 2

AERRERTEAEEBMR (cord) AR
B.BSNE4IRE - A HRE A2
C.ApERRE - BBk

D .Kinyoun ZfftjEi# Ziehl-Neelsen Z% () EEE{]
02. NI T A 2w AR FE B IE 3 2

A.Streptococcus agalactiae
B.Lactobacillus spp.
C.Staphylococcus aureus

D.Listeria monocytogenes

63 A RAAME Y s BB B AIBC S > T sEaR 2
A.Vibrio parahaemolyticus-TCBS
B.Yersinia enterocolitica-NYC
C.Clostridium difficile-CCFA

D.Corynebacterium diphtheriae-Loeffler’s agar
64 . FE VAL ERSESEA T - BAP > swarming(H % ; EMB - colorless% ; oxidasefaf4: ; indolef&f4: ; TSI »
K/A > H,SF51E © B ATREHIRE Ky N5 IaI TR 2

A.Proteus vulgaris
B.Proteus mirabilis
C.Providencia stuartii

D .Klebsiella oxytoca
05. E iy =2t Histoplasma capsulatum > & Fi TN 5o fE T2 Bh €



A .arthroconidia
B.budding yeast
C.spherule

D.tuberculate macroconidia

66. NI folfd BB T ZREREE N4 & yMold form » (HIE7E TSR Ky Yeast form ?
A.Candida albicans
B.Histoplasma capsulatum
C.Microsporum gypseum

D.Trichophyton rubrum
07 BHIRERIR_EFrE I 2 ST E R EEYIHIROL - THIAI 55 ?

A ketoconazole[ BT BN ¢ ¥ AJEA cytochrome P450E% Z 78 EI%I{E
B.amphotericin B » H.AF Ft#iE 3= BLE Elergosterol4h & » s & ELFH ANREIERY 58 EM: (selective permeability )
C.griseofulvin BJ[H (45 #E&RATIZ R - M EEITH %73

D.cycloheximide #{[I#]#%fiZ (DNA ~ RNA) &k
68. T fMfE E E i 5 LR R

A.Malassezia spp.
B.Sporothrix schenckii
C.Aspergillus spp.
D.Madurella mycetomatis
69. NHIfeIfE T AR G F VB HR AR R R RR 2
A.Cellophane tape mount
B.Tease mount

C.Slide culture

D.Hanging-drop culture
70.7£Sabouraud’s dextrose agar F 2K [H B EARIVES » B8R Vi 22 FHisporangia @ it [FE % (nonseptate
hyphae ) - SRS - BLEA OTRE Ky T E 2

A.Aspergillus
B.Fusarium
C.Mucor

D.Rhizopus
71.5 &I EE) AR (Athlete’s foot) » Ef5 NYI{afEBER (mycoses) ?



A tinea pedis
B.tinea cruris
C.tinea capitis

D.tinea barbae

T2 AR YR RS REILEM & B MR EAYENE0RE - B W] B B4k efe e 4 BP 8@pa 1 2

AMEBRIETE ( Coccidioides immitis )
B.EEVEEIEKEE (Paracoccidioides brasiliensis )
C. 4R (Histoplasma capsulatum )

D.f7 R ZEA B (Blastomyces dermatitidis )
73S AN AR TR S AT RTIRE (Staphylococeus aureus ) H5pCAMP test JSHMERYIIEE1L 2

A ZHEFE (Listeria monocytogenes )
B.Z#U5#EKE (Group B Streptococci )
C.fmA $8EKE (Streptococcus agalactiae)

D.ABEFHEERES (Streptococcus pyogenes )
74 .Microdase test ( modified oxidase test) % FA 8 R N AIHE & ?

A.Enterococcus, Streptococcus
B.Streptococcus, Staphylococcus
C.Micrococcus, Staphylococcus

D.Enterococcus, Staphylococcus

75. N F affaE R R B Y AR = 3 2 57 sodium polyanethol sulfonatef{J#[I] ?
A .Staphylococcus epidermidis
B.Neisseria meningitidis
C.Escherichia coli

D.Pseudomonas aeruginosa

76 A RAEMIRRAYRGL - TH el IERE ?
A L AR & TR PR

B. A WiFAI4H YA Bl & nucleic acid



C. AT Ak A YRR 5 fE ]

D . BAMEEHE S G AR
T ARETUER B ZECE > NI IR ?

A.Aminoglycosides — 50S ribosomal subunit
B.p-lactams —DNA gyrase
C.Tetracyclines — 50S ribosomal subunit
D.Macrolides — 50S ribosomal subunit
78. T F i Ty 7k B AR AR ERRA Y i€ 2
A TR RS 24 (Yeast two-hybrid system )
B AE BN SRR, AT T E RS A (MALDI-TOF )
C.%E&=PCR (Multiplex-PCR )

D.£EHNER (Whole-genome sequencing )
79. Tl R LR EL (rat-bite fever ) FIFEIFE] ?

A.Streptobacillus moniliformis
B.Francisella tularensis
C.Spirillum minus
D.Legionella pneumophila
80.HEPR_EIESE R M MRS R 2 H I A FE R I Ak ©
A MacConkey sorbitol agar
B.thiosulfate citrate bile salts sucrose ( TCBS) agar
C.cycloserine-cefoxitin fructose agar ( CCFA )

D.cefsulodin-irgasan-novobiocin ( CIN ) agar



P15k AT E B %

Hl& % -2 bHF S FFH- BRI I FEEFIROBEL R FERRF - 3
YA T R IR R 111 R S BGLRE  i  BRF A
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AL FE RS
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