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S CAE R R

Y SN R

YRR P R EE

XOEE AR LFEHE RS
MAGUE R B — B SRR —(E I EHEE e B -

L EREA M MUE N B HIRLEZ 58S (creatine kinase, CK ) #Y 225 R FyfaT 2
A B CKIT 2 R R T
B.REHAY#FEE T8 )E 8 CK
C R I AL Z I CK A Bl (R 1

D BRI E (adenylate kinase ) & T-HE S [E#EST
2.LIEHBEIEETA (gel filtration chromatography ) 53048k NI - A Bas —(EHIEHIES 2

AEHA (62kDa)
B.ZE 5B (105 kDa)
C.ZEHC (155kDa)

D.ZEHED (210 kDa)
3.#%fF sandwich ELISA K > 8% DUIEF= (sequential mode) {7 > HIRERVAFIE Fy N5 ?

AR EIRE (hook effect)
B[ {EHRERY AR
CR DR IER B

Dk D& BRI
A B HURAET LU REHUSEAASI (antithrombin 1) A<ch FISEMAS (thrombin) - LU (-4R4E%E (1 5%
(fribrinogen ) ;&L ?

A.BFZ (heparin)
B.EDTA
C. e EE (citrate)

D.EfiskE (oxalate)

5 SHEEE BRI AE A o TR B S



HEEIA HEPEIA
ewillies 180 25
ewillESgs 20 350

A BEE (sensitivity ) £590.0%

B[54 TFEHIZR (positive predictive value ) }587.8%
C.{EfaM:2 (false negative rate ) /%6.7%

DR TH (prevalence rate ) £534.8%
TR EAHERE = (peer groups) 45HAVFII(E (mean) 7% (median) RG2S EEE =R
771 I EFEFEATEEZE MY 2

A g IEER AR H—
HER=HERA

\\ﬁv

B.Z
C.2H

WEB}

R P iR A — 1%

D. ¥R A v kA (noncommutable sample ) #E7T8E JIElEs
7 HLEE A BT R AR AR (LA AN (B AT [E]FE (control chart) EIRANE] > A FTEEAR T A A —TE mE 1EAE ?

=T A/\n/\/\f\

VY VY AV

Control limit

IR5 [l

AFFEM: (specificity )
B.{5% % (precision )
C.HUE/E (sensitivity )

D & HiRFR (limit of detection )

8. BN 7 =B A BT (creatinine ) JEFE » [ L-methylhydantoinase 57 sarcosine oxidase DI4} » #2E N4I/{d]
FHSeH

//\



A .creatinase
B.creatine kinase
C.creatinine deaminase

D.lactate dehydrogenase
9.[#}» Lesch-Nyhan syndrome HYI » F5I{o] & $EaR 2

At K= hypoxanthine-guanine phosphoribosyl transferase (HGPRT) [fijZ&%¢
B i L AU 2 fHRURTE (salvage pathway ) £/ IMP
C e R bR M R

D gE#H & 22 HI R
10 F urfe 25 i il & FH AR S A P A s A B R oy, w2 73 7 2

A EEE K (immunofixation electrophoresis )
B.E41E K (capillary electrophoresis )
C.Z BBk (isoelectric focusing )

D.—4t#5 % (2-dimentional electrophoresis )

VL4 S A L A B I S P BR AR 1 3 ] 2
A.IgG
B.1igM
C.IgA
D.IgD
1247188 By-transferrin AL » R 51 fa 2 4% 2
A T g BAE M8 ERE Fe™*
B mirpge e o i Fe?'
C.8E 3k L B)-transferrin B 247 11 fi
D.m]F s el #8878 =:fs ( CSF rhinorrhea )
13 AT A S L BRAS (1B 42 (adrenoleukodystrophy, ALD ) Byl » T 51fe] 2 TERE 2
AR AU S B
B. £ Z 244 alpha glucosidase (GAA) HIEH:
C. X o VbR B (05

Dk FFZ epinephrine FYEME < FI /2
14. 753 Jaffe reaction FYFLAL » 5 fa[#E$E5R ?



AZNEREN creatinine JEENT A
B 1t i A R T
C.BEPRIEIEEEAE ( diabetic ketoacidosis) % A A]GEE 7 positive interference

D.&=E% A AT §E & positive interference

15. 3% falfef 22 2B A B8 uric acid AYZERK ?
A .uricase
B.urease

C.xanthine oxidase

D.urate oxidase

16.75# creatinine ¥ cystatin C fY£ik » T HI{o] 3 1ERE 2
A creatinine &4 B/ NE UL
B34S EHEG (AKD) B cystatin C 805 T}
C.cystatin C & E/NE 73

D./EELE silver standard
17 f Rl R W BT (zwitterion) - EA NFIH—FERF4: 2

A FRFEAGK A K A E
B ] R PR S A 2
CHIFE M AR R (B Ry S BB E
D ik DA S0 5 o e
18 FII IR 280 nm HIEEHE - FEZAGRE NS T A R AR AR 2
A BN (glutamate) ~ BfERERE (lysine)
B.Ji&fERE (tyrosine) -~ Eafi#fi (tryptophan)
C.Afele (alanine) -~ &% (valine)

D. el (glycine) -~ 44f4f% (serine)
19 fEB45Ek1815 (glomerular injury ) S2ZEFE44ER#)E (glomerular filtration ) IHEE » FHIEFEMIEEH (serum
protein) &R A Z LB KK T ?

A.o-EkEH (o-globulin)
B.p-EkZEH (B-globulin)
C.y-5%EH (y-globulin)

D.BZEHE (albumin)
20.f@fEPRAE (maple syrup urine disease, MSUD ) & SBEIVER B AT T4 Bte it S Bl E 44 2By > LUK PR Hilfr ez



AL FE MR EL S - 400 aspartic acid, glutamic acid
B.& iz 5Ll > 40 methionine, cysteine
C.i 4Rl - A lysine, arginine

D. s ELl% > 400 valine, isoleucine
21 TF e 2 B 4RERET A 5ER (clearance test) fig il & {F Rya P Al B AR AR L RE Z F515E 2
A HLEAEF (creatinine)
B.JRZ (urea)
C.%j## (inulin)

D.fmEREEE C (cystatin C)
22 FH AR HISIRZE (urea) JEE K 30 mg/dL - AIfRZEE (BUN) JEE &L

F560]

%/b mg/dL ? [urea’y T

A.l14
B.28
C.42

D.s56
23 ARAERS (ketone bodies ) YR » T F1{r] 35 [ERE ?

A acetyl-CoAZE i % BRI R 1A
B.IE# A\BS N AYEHES Dlacetoacetate & %
C.aHBm Hn e YEAsH 75 5 E A ke

D.[&FR _F& Dlacetoacetate{F 1y & A% 52
24 BRI A HSZE RIS i & BAAF AR - (BRI - FEE R N YIA—(E &R 2
A.2~5mg/dL
B.6~10 mg/dL
C.11~20 mg/dL

D.20~70 mg/dL
25. B EALS (NaF) - YR E SRR ?

A TTHIEREZER (glycolysis)
B.JE{E enolase

C. mJ B RN T B 45

D . w] B R T 558 T-45 6 < HUser]



26. BRI A E A CEZ M E W - N YIRCIL a2
AATIA mutarotase F<47E 5 7 R ]
B.4kA4: 2% C gl 118
C. AT 58 e L s i B G

D. &€ 1M A E RS IFCC 12274
27 BARSSEAERE (fructosamine ) 2 #l » FI{a B 2

A LB R 28l
B.#j&E R F HEE H lysine 2 epsilon (&) Ak b
C. [ % 2~ 3 BERTHY i E N ry bR IE T

D Are b8 Fbf [E 5 S R
28 FFMEEL (palmitic acid) 0@ —HERHYEILIEM (oxidation) A ZMEHENEA (acetyl-CoA) - ILEALIEFTE
NI ?

A.a-oxidation
B.p-oxidation
C.y-oxidation

D.w-oxidation

29 TERTBEARAE - BEERSAYES(LIF A2 B Ny Mo iR 2 T (LR e 2
Alipoprotein lipase (LPL)
B.cholesterol ester transfer protein ( CETP )
C.lecithin cholesterol acyltransferase ( LCAT)

D.acylcholesterol acyltransferase ( ACAT )
3052 —EEAREENTT (apolipoprotein ) K AFEHVAEYLEMA &S - NYIREEOTTAET TERA ?
A.apo C-1
B.apo E
C.apo B-48

D.apo C-I1I
31 ARIRER I 40« T2 2

FE—RUER R 2L B H MmEKPTE  (human leukocyte antigens, HLAs )
B. 55— 1R R I 25 R G /N S Y AR R A BRI P 5 [7EE
B NS INE D FEER
D55 —AUEPR s EEUENRRE R IHDT (insulin resistance ) FT{



32 FEIE R von Gierke disease (type 1 glycogen storage disease ) » 3 E R —(E = A REE S LAY ?
A .glucose-6-phosphatase
B.glycogen phosphorylase
C.glycogen synthetase

D.B-D-glucosidase
33 TSNS (lipoproteins) + HLHE (170 47 % 8 2 /KL AP FRIY "kringle” domain - 1f | b EEHR
F#E5 apo B-100 H:(E4E S ?

A [E#ERSEH (LDL)
B.=m#ER5&EH (HDL)
C.AEE#r (chylomicron )

D.f5%ZH(a) (lipoprotein(a))
34 RE MRS C-peptide J2RE - TIEHEAL NFIfEY)E 2B ?

A Fi%&jHE (glucose)
B.iE{EMM&LZ (HbA;,)
C.lEEZ (insulin)

D.Jt1i# (glycogen)
35. "% IR ME (non-polar) P& EL &G A HULET ?

A .apolipoprotein
B.cholesteryl ester
C.phospholipid

D.unesterified cholesterol

36— EHZMETTZE (trace element) FE4H&, T H (S RV & BN AT 2
A.pg/dL
B.mg/kg
C.mg/dL

D.pg/kg
375 T IAFRNZE 9 (selenoprotein P) 454 T4 50% 2 60% HYRAYN » [ chaymi I BB R e[ & 454 ?

A.HEH (albumin)
B.Z&ZcH R ESE LR (glutathione peroxidase, GSHPx-3 )

C.HY b B p 2 B S (iodothyronine deiodinase )



DR LEEEHZEERS (thioredoxin reductase )

38'%4% Ni&pH = 7.4 > [fic#5Henderson-Hasselbalch equation #E5L © pH=pK, +log (HPO42'/ H, PO, ) > pK,=
6.8] » HIILH AR hisiE EHF (HPO,>) BlRER: — &R (Hy PO, ) ZEL{EL RSV 2

Al
B.4
C.10

D.16
39 A BT EE R E MR (fon-selective electrode ) HIRLHL - FI{a] 35 i Ry IEHE 2

A TR AR AT DU O SR E PERR U
B. @B HIRHI A 5 2 B TR HE
C. = e i Ae PR (& b & (E R A B R T (R T e

D. B2 # {6 1% & DRI B M =25 1 X e i S A
40. THA—(EEE S T (A2 BB IR 25 [ HE ?

A.100 mOsmol/kg
B.280 mOsmol/kg
C.100 Osmol/kg

D.280 Osmol/kg
41 FRifEt#RE (inorganic phosphorus) MG - I EFE 2

ABIME SRRV E Y =
B.plasmafig Ll heparin B0 AE 5
C.ammonium molybdate ER i f4hsk 7 [ 7] 2 i ES (R YY)

D.IEEERT » HMEEGR St F B
42 FEB/INEMRET - Y ER R A S EEANENTE (glutamine ) ZEAES (ammonia) AYEE 2

A.glutamate dehydrogenase
B.glutamate synthase
C.glutaminase

D.glutamine synthetase

43, F e By B A M A E 0 FIIRE 2 AL 2
A8 M M4l 2 (methemoglobin )

B.—&{bi#m4l 2 (carboxyhemoglobin )



C.wifLim4TZ (sulfhemoglobin )

D.&&1m4l % (oxyhemoglobin)
A4 R fa] F A 45 type B lactic acidosis FYFE IR ZE ?

A LA
B.& (L%
C AR

D fif=2E
45. B RIS ENR & 45.0 mmol/L NaHC,0, 574.5 mmol/L H,C,0, » HpK,=1.25 » Rtt4EENRpHE B0 2 [4A

7 1 pH=pK+log([salt]/[acid])]
A.11.25

B.6.25

C.225

D.0.25
46 fR9E =B LB EE S S BN O iR S e - (#F cardiac troponin Sy HT{E By A1l U AIUEZERS > ELAEHY TFI1a 3
e HEE > T EE ?

A . 1st percentile upper reference limit
B.99th percentile upper reference limit
C.5th percentile upper reference limit

D.95th percentile upper reference limit

A7 A RAREZFERIAL - T SR ?
A KERGYHIEEZEMERA LR 60 FE DA E Erflafis
B.5&l ~ S8R < S I 2E M
C.EzZ%M: (denaturation) §5 = 4R4EREHIRTIH

D.EZ ] LIS EE(LAE (activation energy ) » i K JE FT AR B ]
48 T I el F R I AR B 220945 S @ A #1455 (allosteric binding ) ?

A GEFERY (competitive )
B.JE5i MY (noncompetitive )
C. AT M (uncompetitive )

D EAAIA (mixed)
49 HREAER MBS (creatine kinase ) Z A4l » FFI{] & #8555 2

A.CKE 451 A8 (dimer)



B.CKFZH B (brain) B2 M (muscle) Wi{lE AL FTAHEY
C.CKEEZEMEEH AR (muscle mass) FEIEEL

D.KHER 7 HRBRDIRE R T HYR A - HIRNCK-BB/EEE R E TS
50. 5 RAME ML ES (acid phosphatase, ACP) AYRUIL » FHI{a] & LR 2

A FEEER 2 EERE > 5 ACP vgeg L7t

B.ACP & /Kfi#th§ (hydrolase)

C.ACP {7 4HRE AR (lysosome )

D.4Lm¥k ACP J&EM: o] LIHEE A% (tartrate) 1]
Slrp R R R Mg S8 2

A .aspartate aminotransferase ( AST )

B.creatine kinase (CK)

C.lactate dehydrogenase (LDH )

D.y-glutamyltransferase ( GGT )
52 F—p A& A albumin= 2.5 g/dL - prothrombin time (PT) = 15 sec > £ A AJREE NFMAfEIRR 2 [IEE 2%

i albumin 3.5~5 g/dL, PT 9.5~ 12.5F}]
ABERE (malnutrition )
B.EHAfTEE =18 (liver injury )

C.me MmN &t (disseminated intravascular coagulation )

D.ZEHE % (protein loss )
S3 AR R EALRE IR A > NI IERE ?

A AP B BRI FR
B. DB HER » 28 (substrate) BYIEIIERTR
C.r]DLEEAHSR > EEY) (product) HYRVD ERFIR

D ] AR - BEREYR D &R TR
54 TH i AT B R ES (pepsin) fzfESERY pH {E (optimal pH)

A.l5
B.35
C.s5

D.6.5
S5 AFEFEE A MR E dayl AST/ALT (1200/1000 U/L) ; #KA¥% 1% dayl4 AST/ALT (30/80 U/L) - iz H AlREME

BRTI g 2 [2% EFE (upper reference limit) » AST @ 35 U/L » ALT : 45 U/L « ]



A fEM:HF % (chronic hepatitis )
B.Z&MH&E M ERF R (acute viral hepatitis )
C.Brfm MR % (ischemic hepatitis )

D& O g (ischemic heart disease )
56. MHIfE R OAUEZE (AMI) HYREAEYIESE ?

A .cardiac troponin I (cTnl)
B.aspartate aminotransferase ( AST)
C.lactate dehydrogenase (LDH)

D.total creatine kinase (CK)
57 AR GG (lactate dehydrogenase, LDH ) Z Uil - Ny E#EwR ?

A.LDH jZH H 81 M BT TTATAHRATIUHAS (tetramer )
BLIE# AME o LA HaMy B ShEE M i e
C. M, [EIThBEE M 525 T = BT B B RS AL B A
D.LDH #i [z eIz lig {8 (pH value) £y 8.8~9.8
58RI EBFAEATE (direct bilirubin) HYRCIE » FHIfa 4R ©
A SRS TUMELAZ (conjugated bilirubin )
B.AE B ##Hildiazof JE
C.KJERZENIHEE (methanol )

D @R EIEALR
S9. FAckR IR i H A THRERTAE TS (indocyanine green, ICG) EEEA M —REME ?

ASEKHE
B AEM:
C.2@3:M:

D. g2
60. ARHfE R IEEia A B fE I EC Y - THIMEREE ?

A PSATERIIRATFIRR R T B R B 2
B.CEAJEFIFY KRG BRI Y Bt
C.CA 125FE TR UM Sy Badse

D.AFP (a-fetoprotein ) [l FIji% bl BE 1A i REAHIAR Ay s2 B a2
61 FEEIEREZ BT EMERE (accuracy ) ATLAH MHIH—TE A R S 2



A.ROC (receiver operating characteristic ) plot
B.KM (Kaplan-Meier ) survival plot
C.PCA (principle component analysis ) plot

D.forest plot
62. NI —TEE RIS T2 H S EERS (neurohypophysis ) 5374k ?

A.TSH
B.FSH
C.ACTH

D.oxytocin

63 BMII$EZ: (calcitonin ) AR - FHI{aE sk 9
ARBEOEEMS
B H &I FFRAR 3004
C.1r RIS 4R (C4RRE) PaRk

D2 iNIEZ -3
04 BHTA 2 MR PR ZE (estrogen ) AYZIMERSRLE » "NYIROI A FHHIEE ?

AL F N EBEEL 70
B.F %% estradiol (E,)
C. DU A le 2 @ 2 E R (DHEA-S) R&pkER

DA 28 P o P A
65. 215 7 FRBRTIEEE T (hypothyroidism ) HY={ERKA » Al LS HRBR(EZEEZ (thyrotropin-releasing
hormone, TRH ) 1% » 2 0 ~ 20 ~ 60 43 §EfaHIEHARIR{E€ZE (thyroid-stimulating hormone, TSH) JE - N5 {a]f&
EEHEE R TSH NG 8E L N ?

ALJFEEEFRBRTHEE(E T (primary hypothyroidism )
B.iS T RS MEFRIRIIAEMR T (pituitary hypothyroidism )
C. MR e EARBRTIRE(R N (hypothalamic hypothyroidism )

D.FiRIEIHEEIEH & (normal )
66.FE A HRAR % (Hashimoto thyroiditis ) HE2HET 2 (el MR o] e HIE o[ fE 5 A8 e iifg 2

A ribonucleoprotein antibodies (anti-RNP ) BJE[E MR (rheumatoid factor )
B.thyroglobulin antibodies (anti-Tg) ¥, thyroid peroxidase antibodies (anti-TPO )
C.TSH receptor antibodies (anti-TSHR ) = TRH receptor antibodies (anti-TRHR )

D.TSHR blocking antibodies (anti-TSHRB) =, TSHR stimulating antibodies (anti-TSHRS )



67 .28 FAIER B ) B - A FYIFER FRRE B SE - EimFEE LARZE (epinephrine ) #ELgig 2
A &R (aldosterone )
B.F7&TEE (cortisol )

C. A& FHEN (dehydroepiandrosterone, DHEA )

D.Bh%fH ( progesterone )
68.HEAERIEME FHRX (autoimmune adrenalitis ) 5 [FEAYE FARFERERE » RIS LR VB HIRE (zona
fasciculata) - 44jiRJ& (zonareticularis) ° 44EKJ& (zona glomerulosa) SXEE'E g &< FIRYIE ?

A = R AR R T
B.RH = IR o R AR
C. R E AR B IR - R SR e B e AR e

D. fE H IR B BASRIK g This » R7E AiR g B e AR
69.F#1> DHEA (3B-hydroxyandrost-5-en-17-one ) AU » N7I{a] & EhfE ?

A.ZE 3 (%A ketone group
B.20 [t E 5
C.58 5 {Eh5 -k

D.Z 17 {7 carboxyl group
70. NFI) & i i AR B G = 1-0-FE(EBS (1-a-hydroxylase ) FfTEAE 2 fAEE (rickets) ?

A.24(OH) vitamin D
B.25(0OH) vitamin D

C.1,25(0OH), vitamin D

D.24,25(0H), vitamin D
71N F TR R o] B PLIE AT R PP 2
A.NF1
B.BRCAI
C.WT1

D.nDCcC
T2 TH AT (MBI 2 R s - HImE R BT R 2

A ZEHE A
B.Z2HE =FE H s
C.mEHREH



D .7z g jE[E
73. THREFA Graves disease [l » o] 1TEHE ?

A BMERAERE R
B. R T MIT 08 N
C.HIFRTSH & T

D5 RIS T 25 A e S e
TATHH —FEEZR E B EEY) T first-pass effect | AYRZ 2 RAHRH ©

At~
BLAF - fif
CHF - &

DA~ 15
15, NEIH—TEEEDH EZ D50 cyclosporine JH{DL - HANTRZAEIT/GREEY) 2 Bl ©

A .propranolol
B.methotrexate
C.theophylline

D.tacrolimus
TOATEITIEREEY R (TDM) I - AR LR R - T A (E 2 Ry G #EaE (therapeutic window
5l therapeutic range ) ?

&

AHRE @

il

(8
| /

e T T T T e
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A.®

B.®

C.®

D.@®

T ARG TR SR EIRRR M A AER T 20 - 288752 (pharmacokinetics ) Ffafaiiy ADME » Hrft M
e NEIfEE 2

A .modification
B.methylation
C.metabolism

D.migration

T8 T HIA—HE 7 A RS H R A NE A 7R Bz -G iR EEY) 2 R ?
FOLmiR e A (FPIA)
Bz ek (EIA)
C.=%uktHETH# (HPLC)

D. &R E (PCR)
79 FE RATEIRIER AR (circulating tumor cell, CTC ) BA{EHRFEEIDNA ( circulating tumor cell free DNA, ctDNA )

Eb#z - TAIEghas ?
A GREERISERIN S - CTC Fri HAVERIMELE otDNAT %
B.CTC N RAES % (liquid biopsy) - [fii ctDNA /R Gia
C.CTC WY E B ctDNA JRAEE(LE A B HIMERT AR (progression )

D.ctDNA #; CTC & 5 aHhRERgnY 25 M4 (heterogeneity )
80.7Ff DNA 1 melting temperature (Tm) HYET @ NFI{EE EHE ?

A EERY DNA S22 RN R E
B.DNA EFH 50% EERLf3E
C.281% DNA FdafF I RS

D.DNA [#fi# 50% {38



P15k AT E B %

115 - S b HB S FIo- HRTH I FRFFSHEINELHE  FERAT - F
TR LA RS o IR 111 E BB Y BGLIRE  ER EE BFF A
s T g
WP LA FERRE
PB LA AP0 TRR A B GETA L 5308)
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